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Metatranscriptomics profiling reveals rodent- and shrew-borne viral diversity and evolutionary relationships in Guangzhou, China
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Supplementary Tables (Excel file)
Supplementary Table S1. The locations and species of rodents and shrews sampled in Guangzhou. 
Supplementary Table S2. Read counts mapped to vOTUs of each viral family. 
Supplementary Table S3. Origin and accession number of viruses identified in this study. 
Supplementary Table S4. ICTV criteria for new genus or species of viruses identified in this study.
Supplementary Table S5. Amino acid sequence identity (%) in the L and M segments of rodent hantaviruses and known hantaviruses (HanVs).
Supplementary Table S6. Amino acid sequence identity (%) in the L, G and N segments of rodent arenaviruses and known arenaviruses (AreVs).
Supplementary Table S7. Amino acid sequence identity (%) in the RdRp of rodent rhabdoviruses and known rhabdoviruses (RhaVs).
Supplementary Table S8. Amino acid sequence identity (%) in the RdRp of rodent paramyxoviruses and known paramyxoviruses (ParaVs).
Supplementary Table S9. Amino acid sequence identity (%) in the RdRp of rodent phenuiviruses and known phenuiviruses (PhenVs).
Supplementary Table S10. Amino acid sequence identity (%) in the ORF1b protein of rodent arteriviruses and known arteriviruses (ArterVs).
Supplementary Table S11. Amino acid sequence identity (%) in the polyprotein of rodent flaviviruses and known flaviviruses (FlaVs).
Supplementary Table S12. Amino acid sequence identity (%) in the NS1 protein of rodent parvoviruses and known parvoviruses (ParVs).
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