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Fig. S1. Screening and purification of anti-BDBV GP1 nanobodies. A Phylogenetic tree showing the sequence clustering of 15 nanobodies enriched after four rounds of phage display screening, illustrating their sequence diversity and enrichment patterns. B Non-reducing SDS-PAGE analysis of the 15 purified nanobodies (BDBV-Nb01 to BDBV-Nb15), confirming their expression and purity.
[image: E:\VS 稿件\2026 publication\7163-\7163 R3\7163 to prod\7163-FigS2.tif]
Fig. S2. Comparison of AlphaFold3 (AF3)–predicted and experimentally determined structures of the ADI-15946–EBOV GP complex. The amino acid sequences of ADI-15946 and EBOV-GP were used as input for unconstrained AF3 structural docking. The predicted model (dark blue) was superimposed with the experimentally solved crystal structure from the Protein Data Bank (PDB ID: 6MAM). This comparison illustrates the significant structural deviations and highlights the limitations of AF3 in accurately predicting antibody–GP interfaces without experimental constraints.






 

Table S1. Complementarity-determining region (CDR) sequences of selected nanobodies, defined according to IMGT numbering.
	
	Region
	Sequence

	BDBV-Nb01
	FR1
	QVQLVESGGGLVQAGGSLRLSCAAS

	
	CDR1
	GRIFPGI

	
	FR2
	MGWYRQAPGKERELVAA

	
	CDR2
	ITLGDST

	
	FR3
	YYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYC

	
	CDR3
	AVSAFLVESREKSYDY

	
	FR4
	WGQGTQVTVSS

	BDBV-Nb02
	FR1
	QVQLVESGGGLVQAGGSLRLSCAAS

	
	CDR1
	GFIFSING

	
	FR2
	MGWYRQAPGKERELVAS

	
	CDR2
	ISKGDST

	
	FR3
	NYADSVKGRFTISRDNAKNTVYLQMNSLKPEDTAVYYC

	
	CDR3
	AAQFWLVLYHTRSYDY

	
	FR4
	WGQGTQVTVSS
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