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Table S1.All PCR and gPCRrimers siRNAs, sgRNAsused in this study

Gene Purpose Sequence (639

pCMV-HA-C1QTNF5  Cloning F-CCGGAATTCATATGAGGCCACTCCTCGTCCTG
R-CGGGGTACCCTAAGCAAAGACTGGGGAGCTGTG

pCMV-HA-C1QTNF5  Cloning F-CCGGAATTCATATGAGGCCACTCCTCGTCCTG

(1-103 aa) R-CGGGGTACCCTATCGCGGAGGCACCGAG

pCMV-HA-C1QTNF5  Cloning F-CCGGAATTCATATGTCCGCCTTCAGCGCC

(103243 aa) R-CGGGGTACCCTAAGCAAAGACTGGGGAGCTG

pCDH-FlagC1QTNF5  Cloning F-CCGGAATTCATGAGGCCACTCCTCGTCCTG
R-CGCGGATCCAGCAAAGACTGGGGAGCTGTGC

pCMV-Myc-C1QTNF5  Cloning F-CGCGGATCCATGAGGCCACTCCTCGTCC
R-CCCAAGCTTAGCAAAGACTGGGGAGCTGTG

pCMV-FlagPR8HA2  Cloning F-GCGTCGACCATGCTATTTGGAGCCATTGCCG
R-GGGGTACCTCAGATGCATATTCTGCACTGCAAA

PGEX-4T-C1QTNF5 Cloning F-CCGGAATTCATGAGGCCACTCCTCGTCC
R-CGCGTCGACCTAAGCAAAGACTGGGGAGCTG

PET30A-PR8HA Cloning F-CGCGGATCCATGGACACAATATGTATAGGCTACC
R-CCGCTCGAGGATGCATATTCTGCACTGCAAAGAT

siNC Knock down F-UUCUCCGAACGUGUCACGUTT
R-ACGUGACACGUUCGGAGAATT

SICIQTNF5 Knock down F-GCAUCUAUGCCAGCAUCAATT
R-UUGAUGCUGGCAUAGAUGCTT

sgRNA#1 Knock down GGACATTACGACGCCGTCAC

SgRNA#2 Knock down TTGGCGCTGAAGGCGGATCG

HumanGAPDH gPCR F-AGGTCGGAGTCAACGGATTT
R-TGACGGTGCCATGGAATTTG

IAV NP-vRNA RT GGCCGTCATGGTGGCGAATGAATGGACGGAGAACA
AGGATTGC

IAV NP-mRNA RT CCAGATCGTTCGAGTCGTTTTTTTTTTTTTTTTTCTT
TAATTGTC

IAV NP-vRNA gPCR F-GGCCGTCATGGTGGCGAAT
R-CTCAATATGAGTGCAGACCGTGCT

IAV NP-mRNA gPCR F-CCAGATCGTTCGAGTCGT
R-CGATCGTGCCCTCCTTTG

MouseActin gPCR F-CTAAGGCCAACCGTGAAAAG
R-ACCAGAGGCATACAGGGACA

EV71 gPCR F-TGAATGCGGCTAATCCCAACT
R-AAGAAACACGGACACCCAAAG

HumanC1QTNF5 gPCR F-GTCTACTACTTCGCCGTCCA

R-GGAGAAGGTGCTGTCTGTCT
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Figure. S1 Construction of CLQTNF5 stableverexpressg cell line. A Stable

C1QTNF5overexpressig cell line was constructed with 293T celland verified by
Western blottingB Stable CLQTNF5overexpressig cell line was constructed with

A549 cellsand verified bywestern blotting.

Figure. S Identification of mouse genotypby PCR

Figure. S3 The amino acid sequence similarity between other membeZ& T NF
family and C1QTNF5 The corresponding sequences of C1QTNF5 atider
members of the C1g/TNF family were found in the NCBI database, and the amino

acid sequencsimilarity was analyzed by using DNAMAN software



