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Supplementary Table S1 Primers used in this study.
	Primers
	Sequences (5′-3′)

	ASFV-p30-F
	CCCGGATCCAT/TGAATTTTTT

	ASFV-p30-R
	CCCCTCGAGTTATTTTTTTTTTAAAAGTT 

	CALL001
	GTCCTGGCTGCTCTTCTACAAGG

	CALL002
	GGTACG TGCTGTTGAACTGTTCC

	VHH-F
	CAGGTGCAGCTGCAGGAGTCTGGGGGAGR

	VHH-R
	CTAGTGCGGCCGCTGAGGAGACGGTGACCTGGGT

	MP57
	TTATGCTTCCGGCTCGTATG

	GIII
	CCACAGACAGCCCTCATAG


Restriction sites are underlined.
[bookmark: _GoBack]VHH, heavy chain antibody variable region; ASFV, african swine fever virus; p30, phosphoprotein; F, forward; R, reverse

[image: ]
Supplementary Figure S1. The sequences of the 48 positive PCR products in the library.
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ESGGGSVQAGGSLRLSCAASGVLRARSY GSNFLSWFRQAPGKEREGVAGV YP- VSGDTY- - YADSVKGRF T| SPDKAKMTVDLQMNDLKPEDTAMYYCAAGGSG- - - TWS- - - - - SVRNVGYWGQGTQVTVSS
ESGGGSVQDGGSLRLSCAASG- - - - YTYSRNVMGWF RQAPGKEREGVARI F- - TSGYTG- - YADSVKGRF T1 SQDNAKKTVYLQMNSLKPEDTAMYYCAADDQI L- - SLK- - - SPDSWKYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGWF RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRFTTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW- - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGDSVOAGGSLRLSCATSG- - - - - VYSNY CMGWF RQAPGKEREKVATI S- - SGGSTS- - YADSVKGRF VI STDNAKNTLYLQMNSLKPDDTAMYY CAAGAGAC- - GSYYFR- RNG- - MDSWGKGTQVTVSS
ESGGGSVOAGGSLRLSCAASG- - - - LTGSFYRMGW RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW- - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGESVQAGGSLRLSCAASG- - - - YTYSRNVMGWF RQAPGKEREGVARI F- - TSGYTG- - YADSVKGRF TI SQDNAKKTVYLQMNSLKPEDTAMYYCAADDQI L- - SLK- - - - - SPDAVWKYWGQGTQVTVSS

ESGGGSVQAGGSLRLACGRSGS:-

- - TSSRNCMGWF RQGPGKEREGVATI A- - SRGATN- - YGDSVKGRFTI SRDSAGNTLYLQMNSLKTEDTGMYYCAASRANT- - YCYYHA- ALEDYFHYWGQGTQVTVSS

ESGGDSVQAGGSLRLSCAASG- - - - LTGSFYRMGWF RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - YTYSRNVMGW RQAPGKEREGVARI F- - TSGYTG- - YADSVKGRF T| SQDNAKKTVYLQMNSLKPEDTAMYYCAADDQI L- - SLK- - - - - SPDSWKYWGQGTQVTVSS
ESGGGLVQPGGSLRLSCAASG- - - - FI FRLYSMYWRQAPGKDLEW SAI R- - SDGTTK- - YADSLKGRF T SRONAKNTLYLDMNSLNVEDTAVYYCVRPL GMSGGRL STLP- RPSKNSGDWGQGTQVTVSS

ESGGDLVQPGGSLRLSCVASG-
ESGGGSVQAGGSLRLSCAASG-

FTFSTYTMSWRQAPGKGLEW SSMD- - RGGNTW- - YADSVKGRF TI SRDNAENTAYLQLNSLKTEDTAMYYCAR- - GSS- - W- - - - - - - - YYDFVYWGQGTQVTVSS
LTGSFYRMGW RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW- - MAP- GP- LDPTNYNYWGQGTQVTVSS

ESGGGSVQAGGSLRLSCEVSG- SPYTVAW RQAPGKEREGLVVI E- - EDGSTH- - YADSLKGRFT| SKDNAKNTLYLQMNSLLPEDTATYYCAASLGRI - - | RSLR- - FDGRFYMYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCVASG- KSGYTN- - YADSVKGRF TI SQDNAQNTVYLQMNSLKPEDTAMYY CAADDSLK- - EGS- - - - - | LSAWKYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- TSGYTG- - YADSVKGRFTI SQDNAKKTVYLQMNSLKPEDTAMYYCAADDQI L- - SLK- - - - - SPDSWKYWGQGTQVTVSS,
ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGWF RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW- - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGDSVQAGGSLRLSCARSGD- - - - TSSTNCMGWF RQGPGKEREGVATI A- - AGGVTN- - YGDSVKGRFTI SRDSAGNTLYLQMNSLKTEDTGMYYCAASRGHC- - YNSYPL- QHADYFAYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGWF RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - YTYSRNVMGW RQAPGKEREGVARI F- - TSGYTG- - YADSVKGRF TI SQDNAKKTVYLQMNSLKPEDTAMYYCAADDQI L- - SLK- - - - - SPDSWKYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCEVSG- - - SSYTVAWFRQAPGKEREGLVVI E- - EDGSTH- - YADSLKGRF TI SKDNAKNTLYLQMNSLLPEDTATYYCAASLI RS- - GRI LD- - GRFRFYMYWGQGTQVTVSS
ESGGDSVQAGGSLRLSCEVSG- - - SPYTVAWFRQAPGKEREGLVVI E- - EDGSTH- - YADSLKGRF TI SKDNAKNTLYLQMNSLLPEDTATYYCAASLGRI - - | RSLR- - FDGRFYMYWGQGTQVTVSS

ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGWF RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCATSGD- - - - TSSRNCV GWF RQGPGKEREGVATI A- - AGGVTN- - YGDSVKGRF TI SRDSAGNTLYLQMNSLKTEDTGMYY CAASRGHC- - YNSYPL- QHADYFSYWGPGTQVTVSS

ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGW RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW- - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCATSGD- - - - TSSRNCV GWF RQGPGKEREGVATI A- - AGGVTN- - YGDSVKGRF TI SRDSAGNTLYLQMNSLKTEDT GMY Y CAASRGHC- - YNSYPL- QHADYFSYWGPGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGW RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW- - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGGLVQPGGSLRLSCAASG- - - - SSFRLYSMYWRQAPGKDLEW SAI R- - SDGTTK- - YADSLKGRFTI SRDNAKNTLYLDMNSLNVEDTAVYYCVRPLGDRR- RLSTLP- RPSKNSGDWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - YTYSRNVMGWF RQAPGKEREGVARI F- - TSGYTG- - YADSVKGRF T1 SQDNAKKTVYLQMY SLKPEDTAMYYCAADDQI L- - SLK- - - SPDAVKYWGQGTQVTVSS

ESGGGSVQAGGSLRLSCATSGD- - - - TSSRNCMGWF RQGPGKEREGVATI A- - AGGVTN- - YRDSVKGRF T| SRDSAGNTLYLQMNSLKTEDT GMYY CAASRAHC- - YNSYPL- GHADYFNYWGQGTQVTVSS

ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGW RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW- - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGGSVQAGGSLRLACGRSGD- - - - TSSRNCMGWF RQGPGKEREGVATI A- - SRGATN- - YGDSVKGRF TI SRDSAGNTLYLQMNSLKTEDT GMYYCAASRAYC- - YNTYAL- EHADYFHYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCEVSG- - - - - - - SPYTVAWFRQAPGKEREGLVVI E- - EDGSTH- - YADSLKGRFTI SKDNAKNTLYLQMNSLLPEDTATYYCAASLGRI - - | RSLR- - FDGRFYMYWGQGTQVTVSS

ESGGGSVQAGGSLRLSCVASG- - - - LTGSFYRMGWF RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYY CAADKR- - - - MAPLGPDAWPTNYNYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGW RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYL QMNSLKPEDTAVYYCAADKRAW- - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGDSVQAGGSLRLSCATSGD- - - - TSSRNCV GWF RQGPGKEREGVATI A- - AGGVTN- - YGDSVKGRF TI SRDSAGNTLYLQMNSLKTEDT GMYYCAASRGHC- - YNSYPL- QHADYFSYWGPGTQVTVSS

ESGGGSVQAGGSLRLSCVVSG- - - - YSYSRNCMGWF RQAPGKEREGVARI F- - KSGYTN- - YADSVKGRFTI SQDNAQNTVYLQMNSLKPEDTAMYYCAADDEI L- - SLK- - - - - SAGSWKYWGQGTQVTVSS
ESGGGSVQAGGSLRLACGRSGD- - - - TPSRNCMGWF RQGPGKEREGVATI A- - NRGATN- - YGDSVKGRFTI SRDSAGNTLYLQMNNLKTEDTGMYYCAASRAYC- - YNTYAL- EHADYFHYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGWF RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRF TTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW - MAP- GP- LDPTNYNYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - YTYSRNVMGW RQAPGKEREGVARI F- - TSGYTG- - YADSVKGRF TI SQDNAKKTVYLQMNSLKPEDTAMYYCAADDQI L- - SLK- - - - - SPDSWKYWGQGTQVTVSS
ESGGDSVQAGGSLRLSCVVSG- - - - YSYSRNCMGWF RQAPGKEREGVARI F- - KSGYTN- - YADSVKGRFTI SQDNAQNTVYLQMNSLKPEDTAMYYCAADDEI L- - SLK- - - - - SAGSWKYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASR- - YTPYYMGWF ROAPGKEREGVATI KG- ASVI T- - - YADSVKGRF TI SKDYANNTLYLQMNSLKPEDTAMYY CAAGADRT- - LGR- RPSLSNSDFNTWGQGTQVTVSS
ESGGESVQAGGSLRLSCAASG- - - STGGSGNSMAWF RQAPGKEREGVASI STGGSGLSYTNYANSVEGRFTI SRONAKNTLYLQMDSLQPEDTATYYCAAS- SVL- - RRN- - - - LVPDRYNYWGPGTQVTVSS
ESGGGSVQAGGSLRLSCEVSG- - - - - - - SPYTVAWFRQAPGKEREGLVVI E- - EDGSTH- - YADSLKGRFTI SKDNAKNTLYLQMNSLLPEDTATYYCAASLGRI - - | RSLR- - FDGRFYMYWGQGTQVTVSS

ESGGGSVQAGGSLRLSCARSGD- - - - TSSRNCMGWF RQGPGKEREGVATI A- - AGGVTN- - YGDSVKGRF T SRDSAGNTLYLQMNSLKTEDT GMYYCAASRRY C- - YNSYAL- EHADYLTYWGQGTQVTVSS
ESGGGSVQAGGSLRLSCAASG- - - - LTGSFYRMGW RQAPGKEREGVARI LI - TSGLTY- - YADSVKGRFTTSQEKAQNTLYLQMNSLKPEDTAVYYCAADKRAW - MAP- GP- LDPTNYNYWGQGTQVTVSS

ESGGGSVQAGGSLRLSCEVSG- - - SPYTVAWFRQAPGKEREGLVVI E- - EDGSTH- - YADSLKGRF TI SKDNAKNTLYLQMNSLLPEDTATYYCAASLGRI - - | RSLR- - FDGRFYMYWGQGTQVTVSS
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