
 

  www.virosin.org 

VIROLOGICA SINICA 

 

 

Electronic Supplementary Material 
 

 
Spatial, Temporal and Genetic Dynamics Characteristics of Influenza B 
Viruses in China, 1973–2018 

 
Xiaowen Li1,3, Karen Kie Yan Chan1,3, Bo Xu1,3, , Ming Lu2, and Bing Xu1,3 

1.Department of Earth System Science, Tsinghua University, Beijing 100084, China; 

2.State Key Laboratory of Resources and Environment Information System, Institute of Geographical Science and 

Natural Resources Research, Chinese Academy of Sciences, Beijing 100101, China; 

3.Center for Healthy Cities, Institute for China Sustainable Urbanization, Tsinghua University, Beijing 100084, 

China. 

 

 

Supporting information to DOI: 10.1007/s12250- 019-00161-w 

 

 

Table S1. Accession numbers of HA gene sequences used in study for Victoria lineage 

viruses phylodynamics in China. 

 

Table S2. Accession numbers of HA gene sequences used in study for Yamagata lineage 

viruses phylodynamics in China.  

 

Table S3. Summary of outbreak and sequence data by year during 2008–2018.  

 

 


