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Supplementary tables
Table S1. The abundance of viruses and identities from each pool.

Table S2. Abundance of viral-relating sequences in soil and freshwater samples from Arctic and Antarctica
	Order
	Family
	Arctic frozen soils
	Arctic fresh water a
	Antarctic soils b

	dsDNA virus 
	　
	　
	　
	　

	Caudovirales
	Siphoviridae
	0–5.6
	0–3.8
	25–66

	　
	Myoviridae
	0–3.9
	0–0.9
	13–32

	　
	Podoviridae
	0–1.4
	0–0.6
	5–8

	　
	Demerecviridae
	0–0.3
	ND
	ND

	　
	Unclass. Caudovirales
	22–41.5
	0–0.1
	ND

	Nucleocytoviricota
	Iridoviridae
	0–0.4
	0–0.4
	ND

	　
	Phycodnaviridae
	0–0.2
	0–0.5
	2–13

	　
	Mimiviridae
	0–0.3
	0–0.1
	1–11

	　
	Poxviridae
	ND
	ND
	0–2

	　
	Unclassified
	0–3.4
	ND
	ND

	Herpesvirales
	Alloherpesviridae
	0–0.3
	ND
	ND

	Ortervirales
	Caulimoviridae
	0–0.4
	ND
	ND

	ssDNA virus
	　
	　
	　
	　

	Cirlivirales
	Circoviridae
	0–0.3
	13.5–56.9
	ND

	Geplafuvirales
	Geminiviridae
	ND
	0.6–6.0
	ND

	　
	Genomoviridae
	0–0.4
	ND
	ND

	Mulpavirales
	Nanoviridae
	ND
	2.0–11.9
	ND

	Picovirales
	Parvoviridae
	0–0.2
	ND
	ND

	Petitvirales
	Microviridae
	0–54.2
	1.0–14.1
	ND

	Tubulavirales
	Inoviridae
	0–1.3
	0–0.4
	ND 

	dsRNA virus
	　
	　
	    
	　

	Durnavirales
	Partitiviridae
	0–0.4
	ND
	ND

	ssRNA virus
	　
	　
	     
	　

	Ortervirales
	Metaviridae
	0–3.2
	ND
	ND

	Unclassified viruses
	Unclass. Riboviria 
	0–0.4
	ND
	ND

	　
	Unassigned
	21–56.8
	30.6–71
	ND


ND, not detected.
aThe data is obtained from Aguirre de Cárcer Daniel et al. Sci Adv.2015 Jun 19;1(5):e1400133
bThe data is obtained from Adriaenssens et al. Microbiome (2017) 5:83
