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Peptide 1

Genome
N protein frame
Novel ORF frame

(-) genome
(+) genome

MS peptide KTLAVQ

Peptide 2 (fully hydrolyzed)
K F W G P G T N Q T R

K F W G P G T N Q T R N *

G

R......
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G N F G D Q E L I R Q G T

Peptide 1: Peptide 2 (fully hydrolyzed):
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Annotated
ORFs

(+) (-) (-)(+)
Predicted gORFs Predicted sgORFs

All ORFs
MS theoretical 
MS detected

10 0 0 94 110 732 142603 13437

44633 16458

44 8814 16


