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Classical swine fever virus NS5A protein antagonizes innate immune response by inhibiting the NF-κB signaling
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Table S1. Sequences of oligonucleotide primers used in present study.
	Primers
	Sequence (5′−3′)

	P3×FLAG-NS5Am1 
	FP
	GGAATTCATCAAGTAATTACATTCTAGAG

	
	RP
	CGGGATCCATTAGGCTGGTCTTATGGTCCCTAT

	p3×FLAG-NS5Am2 
	FP
	GGAATTCATTCGGGGAGAAAGTAACA

	
	RP
	CGGGATCCATTACAGTTTCATAGAATACACTTTTG

	p3×FLAG-NS5Am3
	FP
	GGAATTCATCAAGTAATTACATTCTAGAG

	
	RP
	CGGGATCCATTACCACTGTGCTTCTGCCTTG

	p3×FLAG-NS5Am4
	FP
	GGAATTCAACCATCAAACTGGATTTCAACA

	
	RP
	CGGGATCCATTACAGTTTCATAGAATACACTTTTG

	pCMV-NEMOΔN1
	FP
	CGGAATTCGGAGCAGGACCCCCTGGAAGAGTCA

	
	RP
	GGGGTACCTTACTGCTCGGCCTCCTCCTTCAGC

	pCMV-NEMOΔN2
	FP
	CGGAATTCGGAGCAGGACCCCCTGGAAGAGTCA

	
	RP
	GGGGTACCTTACGATTCCTGGCAGCTGGTCTTCA

	pCMV-NEMOΔN3
	FP
	CGGAATTCGGGAGCTCCTGAAGACCTGCCAG

	
	RP
	GGGGTACCTTACTACTCGATACACTCCATGACA

	pCMV-NEMOΔN4
	FP
	CGGAATTCGGTCGGAGGAGAAGCGGAAGCTG

	
	RP
	GGGGTACCTTACTACTCGATACACTCCATGACA

	IFN-α
	FP
	CTGCTGCCTGGAATGAGAGCC

	
	RP
	TGACACAGGCTTCCAGGTCCC 

	α-Tubulin
	FP
	TGGAACCCAGTCATTGATGA

	
	RP
	TGATCTCCTTGCCAATGGTGTA

	pCMV-K27R
	FP
	CTTATGGCCATGGAGGCCCGAATTCGGCAGATCTTCGTGAGGACCCT 

	
	RP2
	TGGATCTTTGCCCGGACATTCTCAA

	
	FP2
	TTGAGAATGTCCGGGCAAAGATCCA

	
	RP
	GGATCCCCGCGGCCGCGGTACCTCGAGTCACCCACCTCTGAGACGGA
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