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1, TMV-RNAfi4sts TMV-RNA FEKGHE L4, R ERESH,

2, MEHEERZ 0,83pmol /M) TMV-RNA (o2 b0 sl REEPALE) 541 1,59 pmol /4L
32P 3733 cDNA 2 #1; 10 4% Denhardt x5 h3% ( 0,2% Ficoll—400, 0,2% T ZiFHLIE L,
0.2% £ MFEES, 0,1%SDS, HF 3 % SSC, pH7.0) 541, BEET 68T FiRk 19 ~pf, W
108 347 7.5% BT MR BN Ak (S0 ¢k, 18/hY, AIE EAEE 12 e,

3. ZEBWE REEBHSSR 22, STRENL., BRSNS HI10BTCA R LR
ISHZMMLIK, R MMNALERALERES. AN cpm, FiFHRZE,

£, TMY RRE L 205 MEHEHE 58 Fraenkel-Conrat WML iEL"), B4 TMV 8l
BRARE, B0 1mol/L A @R ( pH7. 0) TR TRITISAN, 205 B th, RAE
% 2.1mg/m1, ' ' ) ’

. TMV-RNA 5 cDNA &3 ik ( RNA-cONAY 8Y8IE 10041 % =% %% (2,48pmol/ #1
TMV-RNA 17 541, 45.5pmol/#1 ¢DNAZ0O#I, 10 f§ Denhardt 3@ rRiE 2501, HBERK
37,541 ) F68CHRMIVNGRE, SEWHITE. B RNA-cDNA, HkEN 1,09mg/ml,
;. TMY W% EEME 27 Butler 1 Klug gy 52U, BWERWE 0,1mol/L # &
MW (PH7,0) thiEff, TMY-RNA (3 RNA-cDNA) &5 205 & M ERE 213 2601, %
R THARERLAM 3l00m BRER L4 Ak LRI, L0 98, RRN -HERET
Ak, B 1% BEKENE, H-300 BdTRE, '
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—. 5 TMV-RNA SSEL G0 T B AN eDNA &R

fE TMV-RNA i 3’ b P& TMV SRERMNUY. 2990 MEEmAHs, TMV
RARE N 205 RAG Y LML —BAM AL S, KRGFGETHRENERIR. B
XRRABES . ENFR SRR, LA —RESY, 2 ERRERNESE -
CHERMBIET, 3. AKHERTDE P % S RESREEN (91 ), XESE S
RFEEH 205 REEMENME SERDMRLR. KIITERK cDNA HEL B B5X
WP R A R BT FE NS R R B R 2 O

—., TMV-RENA 5 ¢DNA 35

RETEERARTWEREY. RIOFTGRE DNA TG TMV-RNA 3 7 7
A%, ATHEE TMV EIAERIKIE T L BH RNA-cDNA F ok, RiN#FT
BBEBRL TRERRY, 50 I cDNA {7115 TRV-RNA 3#{74:% (18
300 HFABE DNALH20 M BER, K51 BBAT TMY-RNA 5 TR, Bk
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Fig.l A possible secondsry structure folded in the ﬁt'
essemhbly origin of TMV common strain, The G% Eﬂ
vambering of nnelentides begins with 3'-terminal EA}B
end of gonomiec RNA, The box indicatea the éAUR
target scquence, GC
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a, 5'——  CLLCCAUGGAACUVACAGAAGAAGUUGUUGAUGAGUUCAUCCAAGAUGTUCC —3?

b 3! TGTCTTCTTICAACAACTACT 5’

Bz GRcDNARKEBR(L) MM THY HEERME () OETEREARF, 52 =805,

Fig 2 Nucleotide sequences of s¥nthesized ¢DNA fragment (b} and partisl gsesembly

origin of TMY-RNA (a} The line indicotes the target sequence,

TMV-RNA 7% eDNA Fi2 & (k75 BP0 6 BERERERL h ok L E B3 5 TMV-RNA 3 %
e, STALE K TMV-RNA &5 oDNA M3 fh7E ik L iE B8 B R RNA R0 45H

# R TUL BT AT 35 RNA 5 FHBRRR M.
=, BTERAWE
AR TER epm (X1 ), BETATRE,

%1 REEATRE

Table | Results of hybridizaiion ratio sssa

Washed by 109 Wasbed by 95%
Samples TCA 5 times ethenol 3 times pm
1, TMY-RNA Control —_— — 34723
2, TMY-RNA Coantrol + -+ 54NY
3, TMY.-RNA432P-¢cDNA + + 28325
4, Hegt-ashoeked TMV-RNA + + 53784

+32P-cDNA
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B 3. TMV-RNA & cDNA 2 ek PU BT A PERERR A, o, TMV-RY¥a RGHULF,
b, TMV-RNA ZZF4LFT, . TMY-RNA %4,

Fig,7 PAGE of complexrs of TMV-ILMA and ¢cDMNA fragment g, Compl:'z of untreated
TUMV-RNA and ¢DNA fragment; b, complex of hent-shocked TMY-RNA and ¢DNA '
fragment; ¢, TMV-RMA as marker
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\EIRE Y, TMV R SeFii 310nm ZbYEH iyt hn 15 SR FE e R B R IE
tho M ESMERLH 310nm WL et 5 fhRURT A g 2% (B 4 D AT E N, L TMA-RNA
208 oA ZHEE BT, T TMV-RNA 5 cDNA @ &40 20S | & &
BRE R AU 208 BORBIRE R, H 310nm LR MR B ERiIgin. L £&K
RN E, {X4E TMV-RNA jp 205 B4 MR TEIE KL TMV 53 80A
(E 5 ). ¥ TMY-RNA 51 cDNA f 5 S FEEME TMV pEARETTR,
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Fig,4 Time eoorae of TMY in vitro assembly monitered by absorptica at 3ltom,
—(O—)—~ 208 aggregatea+TMV-RNA JeDNA
—A—A— 205 aggregates+TMV-RNA
—®—&— 205 aggregates

BE5  IEMEREe TMV BER{ Y. #73kBriEA 208 B oix. R covanm

Fig,5 Electron miercgraph of in vitro asse mhlied TMVY, The arrow shows

o

208 aggregates, The bar represents 200nm,

EREERAEH, TMV HFH SRR G ST 85 cDNA GE45 (= (k4N TMV 55 29
R Bl MIRFRM, T8 R RNA b AT 6k d B IR 040 il FE R o BRI B BT IE 4
FE—F iy, MESRE GBI SH R L RNA & cDNA SEE e F Em ik iy my) TMVES
BB A A,
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The cDNA of Assembly Origin Sequence in TMV Genome
Inhibiting TMV Assembly in Vitro

Peng Hai, Shen Xue-ren, Wu Jian-hua, Gong Zu-xun

(Shanghai Institute of Biochemistry, Academia Sinica. Shanghai)

A 20 nueleotides DNA fragment which is ecomplementary with the assembly
origin of TMV-RNA was synthesized, Instead of antisense RNA, the DNA
fragment could hybridize with TMV-RNA in nitrocellulose dot hyhridizatien
and in mini-volume solution hybridization assays, Using RNA-¢DNA complex
and 208 aggregates of TMY coat protein, the TMV in vitro assembly reaction
experiment, whiech was monitored by 310nm absorption spectrnm and electron
microscopy, showed that TMY in vitro assembly conld not proceed in results
of inhibition of the activity of assembly origin by the ¢DNA,

Key words; Tobacco mosaic virus ( TMV) ¢DNA fragment
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