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Molecular Epidemic Study for Adenovirus type 3 and

7 Causing Children Pneumonia in the Areas of Changchun

Fu Wen-yong Liang Dong Zheng Yong-cheng L'u Wei-min Xu Zhong .
Guo Hui-jun Wa Yu-mei Leng Li

(The First Theathing Hospital, Bethume Un_iue:rsity of the Medical Science, F
Changechun 130021)

Yuan Tong-fu

(Changchun Kai-xuan Pharmaceutical Faclory, Changchun 130071)

This paper reports the DNA restriction endonnclease analysis of 102 strains
adenovirus 3 (Ad3) and 7(Ad) causing infant pneumonia from 1976 te 1986 in
the areas of Changehun, The resnlis showed thet 2 genomes of 56 strains Ad7,7b
and 7d were identified by using restriction e[;donuclease BamHi, Bell, Xbel,
Smal and HindT], Among them 0 strains were 7b and 15 were 7d which
occurred from 1982 and tended to inercase wilth time, 3 genomes of 60 straims
Adj3 were identified by using BamHI and Bgll, we named them by 31, 37T
and 3I[. Among abave 56 strains, 42 were 31 spreading over last 12 years,
3 and 31 eppeared sparsely over these years,

By the clinical data, we found the differences in the pathogenicity and
virulence among the different genomes in this areas, .
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