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HENEREFREENSHRBEERN
HHRREEAVINEG PR
S & % B
(R IREHATIERE, RIX430073) { rElEE B IR A, B I430071)
2 =

BP0 ML 71 6 PR A A P 0BG 254 5SS NADL #(BVDY NADL)Z
BN cONA BT B A P B0 R, R TR SBH B B 10 5L B 20 BETF MY
A, BEETHD L PRAEADRERERFADTHYRN, SN SREHTA
—PFBYDY InLitp cDNAXEHE,
AWM FHRBENERS BRUkaom  FED
FHBEMEREGYVDVEHERBHTEERALINERY BEXEALERN
BEHLETRRMAR S HB—#% BVDVE, 3 T1084—19864ER E XK EETHIEAN
2, i RN EE TANEENREZ—, REN ST ES AN B SR,
ERBHARNF SR RERBER. ATHEHRESENERKT, RITHGT
BVDV R A#HEHEEETRESHHAE, BYTAHFANAEREBEANEE I BREE
FE. % Collet # A\ 52/ T % BYDV NADL #% 4 REEIEA cDNA S B IFEFIN A
by FREFELT A%, UHZFFIREFRN08 I RER, 4T85 449KD
EA, HRFLAERLY, BITLCollett ZARDMMBERFAHER, ERATHE
MEARNEERFFARTIABHEA DS RN SEF A BERABRFERA BT T
FTHHE.

MoR R h

HMMBE: Apollo DN4g0; 5 F3E S EFortronl 3153 WM HColletr s A Hipo
B PF X

WMEHENSW: R Collotr 5 AR My 12557 M RTFEE T 5L 0S5 0BG MR 2 i
PR A B, — AR SAE AR TR, 12537RRTRAET 12537 448, AT
BHREWAE | SREFHMNE 12537 SEAFBFRT N RIBEHER DGR BF b RTR
A R B AR T . EHRNEAET, AT TH AR NS mRE . £5
HANKET, EEAT SHEFEER. IR EEHNB12537SHA N E. AMBHEP vl
R A DROED BB TRFENS, TRRBIES% CCAT | C6, MR HABFEE |

#iﬂ’-lsﬁniﬁ.‘}a 1%, 1901E T AzH % H,
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S#a, MRAUE I SHE i+5 SRAMEAR, FREATZANETREAMFS CCATIGY
B, ZHAMET, FHATHI+3 SHASE, ZRBPIANEENFS, AABIH1S
BAFRER DERUB—~PFASR.

P BRI m, RON7ISONNEOEANBETRFNSETNE, AHSSNN
WEHNEORAFAS, FREZPLIFHADREETIR.

R M
Apollo FHEBLIH M SR GRSSH A DBLANBERFAS, ATH L
¥ 1 BVDVERMHNDNAGFREN O RULANNE"

Table i, The determinacrion of the restriction enxzyme sites in the ¢DNA nucleotide

stquences from BVDY NADL genome

FReEEr tT8s noAalEF 7 W WA M B F R FEAS
Hentriction Distinguiahshle Numbkers of 1the restriction enayme iten
ensymes segquence in the nneleotide scquences -
Pl CTGCALC 140, 593, 9B3G, 12225
EcoR I G [ AATTC 2450, 5B43%. 6524, PT45
BsmHT G | GATCC 710. 5412, 5801, 11517
Hind I GTR § PoAC :;::: :;:.:: ::;:: :::2.2 41908, 4381, 5623, 5706, 5791,
Hiond I AL AGCTT . 8895, 10401
7EenRT GAT [ ATC 2854, 5178, 949¢, 1215¢
Pwa] CGAT [ CC 1800
Xhot C | TCGAG 224
Bal TGG | CCA 1294, 7193, 9119, 12165
Bgll GCC{NNNN | N}GGC 5269, 8880, 9929, 12142
Xho @ Pu { GACPy 4584, 5644, 6429, 6718, 190ld
Bel T TLGATCA 393, 460, 7201
Hpel GTT | AAC 5791
Pvn I CAG [ CTG 2198, T129, 7712, 12348
Bgln A JGATCT 4584, 5644 -

343, 611,641, 668, 6B4, 635, 847, 1651, 1652, 1873, 1989,
2407,2717,2828, 3281, 3323, 3802, 4257, 5258, 4644, 4858,

Ssugsl G [G(N)CC 5035, 5.23, 5423, 5766, 7249, T255,7526, 8421, 8784,8785,
8811, 8a42, 8975, 97iT, 9922, 10131, 10333, 10682, I1la2p,
11709, 11887, 11958, 122381, 12414

611, 668, B47, 1989, 2828, 3281, 4644, 5035, 5756, 7248,
Aved G;G(#)cc 7255, 7578, 8421, 8B11, 9975, 10333, 11020, 11709, 11887,
12292, 12414
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Lo b degd

Boatriction

en1y mes

RHNREBH

Distinguisheble

sequencs

Moo i AW & EF RFRAS

Numbeors of the vestrletion ‘enl,m sitoa

in the saclotide seguences

FonaiH I

GC [ (N)GC

336, 1674, 1814, 1875, 2361, 2819, 2987, 36885, 4517, 4823,
4899, 5081, 6195, 6198, 6351, 6928, T173, T710,7788,78%6,
7989, 8213, 8313, 8386, 8466, 9831, 10854, 11117, 11407,
12242, 12289, 12346

Dde L

CIT(N}AG

80, 113, 177,616, 1080, 1113, 1600, 1762, £333,29:2, 3106,
33e0,3483,3577, 3680, 3727, 4049, 4588, 4817, G046, BO6T,
5091, 5321, 5417, G740, 6264, 6344, 637), 6681,6731,715e,
7323, @234, 8540, 88IO0, B0IT, 9165, @202, 9B6T,9873,0016,
10084, 10278, 10083, 1lels, 12036, 12083, 12227, 12264,
12308, 12348,

Hinf |

G L A(N)TC

977,1032, 1118, 1387, 1465, 2224, 2766, 2977, 3068, 3485,
3683, 3794, 4101, 4382, 4082, 6114, 5208, 5229,6738,5966.
5878,8008, 6203, 6785, 7050, 7817, 7061, 8042, BDTD, 8402,
Be78, 8991, 10895, 11128, lli%2, 11598, 11773, 11983

Atn

cc;(#)cc

2@¢, 699, 658, 1043, 1462, 1721, 1801, 1877, 2306, 2585,
3033, 3449, 35,.5,3961, 4065, 4614, 6008, 6920, 68977,7195,
T247, T4168,7474,7523, BD33,8182, B86P, 8967, BIGT, 93N,
9860, 9734, 9608, 9925, 10545, 10885, 10910, I1024,11133,
1i23e, 11854

Taq I

T LCGA

203, 225, G612, 18D6, 2738, 4104, 5117, 5822, 5883, 7672,
pasl, 0342, 93e7, 989]

Real

GT [ AC

182, 376, 770, 1004, 1308, 1448, 2046, 2105, 2280, 4482,
2464, 2624, 2881, 2019,3178, 3252, 3346, 3531, 1671,3755,
3812, 384D,4566, 4607, 4767, 4m13, 6292, G337, 8317, ee3m,
8200, 8775, D2TD, 9351, P453, 9701, 1007H, 10363, 1Delz,
11352, 11462, 114B7, 11492, 11R0%, 11826, 1238B

Hao X

GG | CC

61, 80, 344, 643, 686, 1284, 16563, 1974, 2283,24C9, 2536,
2718, 2834, 3325, 3575, 37O, 3804, 4209, 4260,4808 4880,
5130, 65425, 6388, RA9D2, 7103, 7408, B5I13,B587,8736,R788,
#8944, 9119, 9718, 9923, 10061, 10133, 10863, 10940,11041,
11213, 11408, 11736, 11960, 12165, 12332

Sun3A

I GATC

393, 460,472,624, 710, 1887,3583, 3768, 4164, 4281, 4584,
4788, G412, 6442, 5502, 5644, EPOI, 6429, 6556,8718,7201,
7375, 7411, 8468, 8629, 9534, 8633, 9720, 10014, 10111,
10138, 10830, 11280, 11517, 1i%47

Thal

CG { CG

8212

Hpa X

C}CCG

621, 1007, 2084, 2831, 3469, G038, 5534, 6634, 6873, 6291,
6857, 7253, 7464, 8706, 10726, 10941, 11736, 12246
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-
R A " HEA -w&ﬁﬂREE*EﬁIQ
Haostriction Distingunishable Nembeors of the restriction sax¥me sites in
- - A
spaymen aequanod tho nucleotide saquonsan
523, 697, 766, 1166, 1577, 1673, 18if, 2093, 2188, 2198,
2675, 2877, 3263, 3209, 3876, 4002, 4007, 4510, 4638, 5553,
Aln T AG ) CT 6343, 6350, B573, 6680, G044, 7129, V712, TYG0,VBOS, 7948,
BATO, B897, 9164, B410, 0877, 0977, 10106, 10118, 10189,
19197, 19307, 10403, 12226, 12348 12455, 12519
i1, 43, 66, 1355, 1907, 1032, 1967, 1984, 2256, 2482, 2518,
2761, 3018, 3004, 3142, 3756, 4178, 4300,4309, £455,6367,
FooR1* AA L TT 5846, 9419, 5528, 7083, 7305, 7§10,7828, 8127, 8504, 9747,
4987, 10161, 10252, 10815,10843, 10741,10753, 10921,11576,
12019, 1B0&é, 12317, 12378
AG
Aecl GT\L(CT AC 2. 28, 1922, 3171, 4773, 5622, 6210, 9867
286, 639, 656, L043, 1462, 1721, 1801, 1877, 2398, 2566,
3033, 3440, 3515, 3051, 4055,4812, GO0D,6020, 5977, 7195,
Apy 1 cc{,(,f:)cr. 7247, 7416, 7474, 7523, 8037, BI62, BBAY, 5967,9167. 9334,
P60, 9734, 9807, 0926, L0OG45, 10845, 10910, 11024,11133,
) 11236, 11854
Aba X TTT{ AAA 3007, 7971
Ape I GGGCCy ¢ 888, 1665, 4281, B788
A c1fC A
val i{r)eelz)s 224, 1817, 8538, 8056, 9841
Bat G { GATCC 710, 5412, 5801, 1i517
Beal G;G(gg)cc 1760, 2601, 4505, 4877, 6745, 8871, 10263, L1485, 11801, 11824,
Bani c(é)nc(g);c 684, 809, 1455, 3068, 3300, 4281, 5583, 5787, S7aB, vils,
8740
Aspils €G] TACC 4695, 11485, 11801, 11824
395,482,474, 626, 712, 1809, 3595, 3761, 4166,4283, 4588,
Dps GA L TC 4790, 5414, Bi4d, 5504, 5645, 5803, 6431, 6558, B720,7203,
7377, 141%, 8460, 8831, 9538, 9635, 9731, 10018, 1011%,
10140, 10932 31262, 1.619. 11848
Dral TIT | AAA 3097, TI71L )
Hbe GCG[C $526, 5152, 6925, B189, 8389, 10581
HincX GT(E)vL(i)AC 1741, 1752, 2519, 3858, 4198, 4381, 56231 ,5708,6791, ¥387,
2983, 9BGB, 11032
Kpnl GGTAC ) C 4599, 11489, 11805, 11828
393, 460, 472, 624, 710, 1897, 3593, 3759, 4164, 4281,
Mbo I | GATC 4584, 4788, 5412, 5442, 5502, 5844, 5801,6429,8558, 6713,

T201, 7375, 7411, 8458, 8829, 9534, 0433, 9724, 10014,
I0l31, 101359 10230, 11260, 11517, 11947



http://www.cqvip.com

£ OO0 http://www.cqvip.com|

240 T B & % % | 1F
€50 Rl R oFE A WMo A M B EFERS
Restriction Distinguishehle Numbers of the restriction ensyme nites
oLFY mes sequence i the auclostide eequences
Mep ] € CGG 621. 1007, 2OB4, 2831, 3469, 5038, 5534, 5634, 5B73,6281,
6957, 7253, 7484, 8708, 10726, 10941, 11738, 12245
A T 683, 609 97TE, 1655, 2332, 2483, 3062, 3390, 4261, 5454,
Nep B G(EIGC(CHIC 5533, 5750, 5787, 7347, BP4D, R7E8, BBT6, 9063,9216,9519,
T ® A 9740, 10268, 10295, 10355, 10470
Cc A -
Nep R ci(F)ee(s)s 224, 1817, 6538, 6958, 894
61, 80, 344, 643, 5636, 1204, 1863, 1974, 2263,2409 2535,
2719, 2334, 3385, 3675, 3791, 3304, 4208, 425D,480D8,4380,
Pal1 GG | CcC 5130, 5425, GBBB, 6902, T193, 7408, $513,B547,8736,8786,
8944, 9119, 9718, 5923, 16081, 10133, 18663, 10940,11041,
11213, 11408, 11735, 11860, 12165, 12332,
Sacy GAGCT { C 800
Sal 1 G | TCGAC 5821, 0BGG
Sme I CCC) GGG 6958
Sph GCATG | C 251
Xme] ClCCGGG 955
63, 102, 123, 944, 1328, 148P, 1551, 1578, 1826. 2004,
2228, 3167, 3874, 4094, 4098, 4355, 4031, 5304, 5476,6930,
Mae T C} TAG 8945, 71400, T493, T5R4, 7931, 7048, B3LT, 9230, 9347,
9380, 9407, 9465, 9774, b6R4d, 1Dig4, 10358, 16443, 11078,
1125%, 12126, 12654
Neip CCL(C)GG 622, 3477, 8039, 5534, G202, 6957, 6USB, 7283, 7465 10942,
¢ 1]?3'.'.. 12245
Neca I CLCATGG 4647, 4900, 3318
Sca 1 AGT | ACT 1308, 3812, 3849, 8453, 10079
Sin T AGS | CCT 61, 2535, 3575, 63Ra

R )AL G B & Xba 1,
Mlul, Tehm, Maefl, NacI, Saul, Nra]1 2 13#, WFE1 RRLIED FeoR I,

Alul, San3A, Haell, Atul, Hinf T, Apy I % M4F8HI0OTL LM E. IR
BRI S THEERBEOREREP SRR BEREB S X ZABERN, T Puel,
PstI, EcoRTI, BamHy, BgI 1, BalI, EcoRV, Aval, Bst1, Asp718,Kpny,
NspHl, Stul, SecaI H{XH 4 ESABYEY, XLRMLANFARBERT HME, X
Bgrhay Potl BppU B9t 7 4 3 B EF 75 340, 593, 9835, 122254, 4 FHLEH S,
RN THREFHRIEN REFRT ARV ETREE 12573 % % F 7 B % & BR
RYMREHGRAZREEQHZEARN B, AMZELEEERAERKNEN,
HEM MRS A" AATENEARRAATR RROEEANBYZEETR

Atn 1,

Heae g, AatE, BstEm, Asp?7a, Clal,

- -
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B HRNRABOTERTLER B FROACENZFRF L TARIBERN
BEFFIRE S, RN T 12357 P REFRFIARRTBRLET R, #e THE X
KBTS R BN, T2 H LR RS LT 6 AT REE T R AL R M6 Y
BETLGELIE L2 KAFTINRBEE, HAE R El Py i E R TR
BEhr SAS . EAAETHEN, LUNHATENIEENETFRATEDLN S
7, LeEREBRERN, EHLERTENMERR RS FEBFONRERUMN,
RAVA R BVDY HEE K& cDNA JEHAQNL EBHREBVDY Inlig, 5k S5Col-
lett 2 \ BE5L 9% ¥ BVDV NADL S7E S ERBEINY, BLIBIADURFitE
MAIBVDV NADL 3 H R FF I A SR o I BRARNELHTHATRA %
#riEsl, HTFXF, RARAPI BUBRASH Pl UL ANPUCSER 5
BVDV BB 4 cDNA BHiTEAHHATRE, By T iZRFR DNA HEHE,

»> ¥ X B

[1Y Muarce Colletr 5, 1988, Virology, 165t 101—199,
{2) BRAS 199, KY¥FERS, 16975

(8] EMS. 1983, HPHWHREFE 2:9—-33,

£43 Masres Gollets 3, 1988, Virology, 186 ¢ 200—208.
(5] WL, 198, FORTRAN SEFBXE. BEENHEL,
(83 NEMN. 1984, IS4 LR, 6132,

(7) 4%, 1058, HPLPmE, 4: 7676,

Applicaion of the €omputer to Determine Sites of Most
Restriction Enzymes Used to Assay the Genome of Bovine

Viral Diarrhea Virus

Lu Jia-ti Wan wei Mi Ke-yong
(Wyhan College of Textile industry, (Wuhan Instilute of Virology, Academia Sinica,
Wauhan, 430073) Wuhan, 430071)

Using computer to determine sites of 71 species of restriction enzymes
in the sequence of ¢DNA from Bovime viral diarrhes virus NAbL genome , we
get the resuits indicating numbers of nucleotides sequences of 58 species, The
others 13 species have no sites of restriction enzymes in the nucleotide seque-
nces, These results are of help to study gene lahraries of ¢DNA from BVDYV
InL,

Key words, Bovine viral diacrhes virus Resiriction enzyme

Computer
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