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FE S B (PLRV-Ch) B RNA HHH, BERAW DNA B —KE S PCRIWEHRRET
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320575 8 (Potato Leafroll Virus, PLRV) 8 3 4L 7% 88 40 ( Luteovirus )11, 2 B SF & 1)
FEHF SN —FRE, RMEAESEARES. B . 4k, mE e HFRENE
PRFETS, BT PLRV 2# S HELEH, SR B4 EE=#HE XSHFR LD,
HI, PLRV BB RAHEELFE L.

PLRV EFMARNA 2K 6.0 kb, S MESA - TMHEEFMESSEBE (Vpe), 3R T
polvA &), BEEAR=ITERLE SHERNERBER 174 MTEER, 3 KRFERLEAH
141 1B, £ ORF2L M1 ORF3 Z [HH — T EHERE, €1 197 B HF®R. wEHER
EHEES RNA P HETHBRE.S B R, 3% ORF1,0RF2a.ORF2b; 3 R B X, €
ORF3.0RF4,0ORFS5.

7F PLRV BRHIAAE —MREE AN HE 3 HRDE N TEEEA RNAP, EHEF
RIFALH R ORF3 AUG BAEE L 40 M FRASESZHER(G)FRE L, I Mayo %
(1989)3RAKY PLRV-S RNA 25 78 5 3653 6241, PLRV-S £ 5| % 5987 A HH 8, B,
HEHE N PLRV LR FE RNA 2§ 2.334 kb, 47T L PLRV, S XA A BIAHRB(BWYVIHIX
FHEMEBRYDVIEFEBR, KRTNKEMAEEHNARERTIEY, —BLTF CPEHR
RIEER AUG £if, B BT PLRV WEHNA RNA #HFRIE S, EHFIEG AW
54 UUACAUU 55, WEFIMEE RS (BMV) T2 H 4 B 3 FR ¥4 55 UUAU-
UGAUU +4HE8105, B, 5—BFATMER PLRV EXFA B TFHARTES . Hit
SR AEPLRVIEXFAAEFNFBE, UHKE RNA #H PLRV ZHERERFFH, A
RIRET 46 PLRV WEH AR R, VB UHFRBEEH LENFHT R R, &S3CHIE PLRV-Ch &
HiEFE XA DNA BREMFAFHER, vt — PR REERREHRRERAREE T E/.
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[ S|4 BEEIREMEZERSARNA SFH St GRE3I. 3181, 3 3% (25mer) 5-ATG-
GATCCACTCATTAACAATTGAT-3", 4638 S Wi it H BamH 1 fii &, 349 [, 5 % (23mer) 5'-ACTGAT-
CACTGAAGGAGCTCACT-3', 7558 5" ¥+ Bell {4,

2 MEHIATEY PLRVEUERESHNRERM REA PHAN. HERESHRKERSEBES
AR, ¥E H-600 R T S Ha s,

3 M RNAMR FR - SDS 3P EME RNA,

4 DNASRTPCRY S FIAERIES|H I (25 mer), B PLRV-Ch RNA HHEIR, AR ER AN EILH
BHEAM DNASE—%8. PCRVMEE O REAZPUEREZSH 0.5, 3 IFIB IS
pmol/ul) & 5 min, dNTP(2.5 mmol/L)5 ul, 10 * Buffer 5 pl, 7L = # 7K 28.5 ul, Taqg DNA BE-58 [ ul, )50
AOS0 pl RS IRBE R, 03T 30 ¥ .94 T AFFE [ min, S0 TR X [min, 72 CHEM [ min. BE— T EFEREET
72 TR 10 min. l

5 cDNASZERE B BamHI 840 PCR =47, R 5 R 45 S B E W cDNAIY, cDNA & S'HINRR Y 2 5%
BT pUCIS BRI #) BamH T .Sma I SN, ¥ 40K B T8 DHSq, 7E & &% #8 R0 F I 35, R
BEEE, B Keser SRR EAF.
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B 1 Bl RT-cDNA HBIE Y PCR ~Hh ik
1.PCR marker  2.PLEV RNA %H MK RT-PCR 74,
Fig 1 The electrophoretogram of RT-PCR product
Lane 1 ; PCR marker Lane 2 :prodnet of RT-PCR of PLEV ENA intergenic region
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pLRIS, REM AT PCR 1)

.PLRV ENA X FFE X RT-PCR M4

Fig 2 Detection of recombinant plasmids by PCR

Lane 1: PCR marker

1Lane 2 -product of PCR from pLRIS,

Tane 3:product of PCR from pl.RIS,

Lane 4:produt of RT — PCR of PLRV RNA intergenic region
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Fig 3 Restricrion mapping analysis of recombmant plasmids

with dilferent enzymes

Lane 1: product of PCR from PLRIS;, withour enzyme treat-

14T+ 18

Lane 2 Digested with Sse

Lane 3:Dhgested with BamH |
Lane 4:Digested with Hind I and EcoR I
Lane 5y ADNAS Hind [ maker

BT (L K HATE DHSe, WIEBHERE LEB SO NMERETRE, 23RBS 7
HEEANEBHEE, 586 % H pLRIS, - pLRIS,. £ PCRE M AR BB > EE 5. iE

LRGP SFRAHAMEN DNA FER(R

3 PLRV-Ch ZHEWE B F 517

EAFESIT RS RF . PLRV-Ch X HERX 25 197 M 8 Y5 PLRV-N, PLRV-
C.PLRV-S Z[H HfF X TR HEMHR, (E£ PLRV-A ZFEERE G & 196 %8, PLRV.
Ch #EH ER R ZHFRTH 5 E S #iERN PLRV-N
¥ LR AT REREY, ERFERERR Y :99%.98% .93% .98% . (RE4)

PLEV-Un
PLRV-M
PLRV-C
PLRV-A
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PLEVY-Ch
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PLRV-Ch
PLRV-N
PLRV-C
PLRV-A
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AGGAGCUCAC

UAAAACUAGC

E 2,8 3).

,PLRV-C, PLRV-A,PLRV-S &tk &+ W ¥

CAAGCAUACG

CGAGUUGCAA

M4 PLEV-Ch BT 4 TOMHIEN PLRV 4 Bk FEERE)ERILE 45

Fig 4 Comparision of nucleotide sequence of inrergenic region of PLRY-Ch with ather reported four PLRV isolates
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1 PLRVRNAZAFEJPEEFHTRFE, F—TETFERER CP EZEREFEN AUG L
X, L ERF PLRY 4Btk X B RFEFTHRERAAESBHE 6 TRELE,
HEMNHSEHEENZE . FTMETFRER Mayo S(1989) 3 HH A9, B 27 MR ER A MK
MBS UUU YFH, PLRY LEFAFHREHN S ELAERREFFI TR, FHFREM N
# 5 %A UUAUAUU 7|, HFAREFEMTHFB(BMV)EEFHABSHFHFHLFER U-
UAUUAUU -+ M3, R FERERE(BYDY), XA 7 HILHBBWYV)FHHEY
B A —FArERFAERLKRBIERA RS T 0. SRLLERIF PLRV 4
Bk, AREHHBEFANEFREN Tt FEERRRXE 157 £, PLRV-Ch.PLRV-N,
PLRV-A RW¥E A, PLRV-C.PLRV-S 2% U, XRER>BHEESZHER.

2 PLRVERNAZHEREASAIERHAE s FHFH, PEFAMIRE I MR LSE PR
YREH, 17D EA, 6D EH .. HEXBEEFARRE B EER..EREBREIFL#E &P,
B DS EE% FREE N EEEREEX PLRY 3’ S EH A FHRER, phg
VEMBEEETEFES, A5 PLRY ZERRBEAH REXM R PLRV EEFNHAMEFS
FXEERGEEMNERE L,
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The ¢cDNA Cloning and Nucleotide Sequence Analysis
of Potato Leafroll Virus Intergenic Region
Dong Jiangli: Hasi Agula Zhang Heling
{ Department of Biology, Inner Mongolia University, Huhehaote 010021)

Two specific primers were designed and synthesized according to the genomic sequence of
PLRYV reported in literature. The first strand of cDNA was synthesized by reverse-transcription
using RNA of PLRV Chinese isolate (PLRV-Ch)as a template, followed by PCR amplification.
The synthesized cONA was cloned into plasmid pUUC19 in DHSa. The ¢<DNA clone was further i-
dentified by PCR, restriction enzymes analysis and nuclectide sequence analysis. Tests show that
the intergenic region of PLRV-Ch isolate consists of 197 nucléotides. and there is a high homology
in nucleotide sequernce in comparision with PLRV Netherland isclate(PLRV-N)}, PLRV Canadian
isolate( PLRV-C),PLRV Austrilian isclate(PLRV-A) and PLRV Scettish(PLRV-8}. The rate of
nucleotide sequence homology is 99% ,98% ,93% and 98 % . respectively.
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