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Fig 3 Comparison of the nucleonde sequences of TabV-51, TaMV-L and TMV-U] CP genes
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Cloning, Seguence Analysis and Expression in E . coli
of Coat Protein Gene and 3" Noncoding Region
of Tomato Mosaic Virus

Xue Chaoyamg  Zhou Xuveping  Liu Yong  Li Debao

Clnstirnte nf Bueedhnology, Zhepang Agriowltnral Iieiversuy, Hangshow  310029)

Abstract  The coat protein (CP) gene and 3 noncoding region of tomato mosaic virus S walate
(ToMV-51} were amplhified by RT-PCR with specific primers designed on the basis of reported
ToMV L strain { ToMV-L} sequence. The ¢DNA fragment was cloned and sequenced, 11s se-
guence showed that the CP gene has 480 nucleotides i length, which encodes 158 amino acids
and 3’ nomcodinmg region contains 202 nuclentides. The nucleotide sequence of TodV-51 showed
G9.5% bomalogy when compared with that of ToMV-L and 76. 2% homolugy when compared
with that of TMV-Ul. The CP gene was inserted into pGEMEX-1, Western immunn-blot
showed that this gene was expressed in E. colt with the proper reading frame. Tlhe gene was alsc
wserted into plant expressionr vector pBI121.

Key words Tomato mipsaic virus, Usat protein gene, 3 noncoding region, Seguence analwsis,
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