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Sequencing of a cDNA Fragment of NS5A Region
of the Defective Hepatitis C Virus

Zhu Fenlu Lu Haoving Meng Qinghua ot af

( Depurtreent nf M rotunfogy, Second Militery Medioul Univerazy, Shenaghai 2004330

Abstract  Sensitive and sperific anti-HCV diagnostic kits are very impaortant for preventing of the
transmission of hepatitis U virus., Adding HCV NS5A antigen in diagnostic kits may 1nerense the
sensitivity of diagnostic reagents. The result of sequencing of NSSA cDNA fragment showed that
it shares over 90 % nucleotide acid and amino acid homology with HCV-BK etc. . so the isolate of
this study belongs to HCV-1I. Besides, a mutation at 411nt in NSSA segment, which created a
stop codon TGA in the reading frame was found, indicating that the isclate might he a defective
virus. Perhaps the defertive virus eauses the persistent infection of HCV.
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