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1-2 FBER, BREENFADTRESR, BETRER LT,

G28 # K326 B bR (ERUR (R DAy uh 7 S/ H (b gy Bt B 5514 67. 8% 0
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Fig i PCR analysis of transformed fobacco plants
AF: Standard molecular weight (3 DNA/ER 1 + Hind 1T ¥, 13:
Positive contrdd; C; Transformed G2B [ope plant) ; . Transformed

LRl h|-

K326 {onc plant}; E; Men-trensfonmed tobacee plants
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3.2.1 ALEB#HTHREER

TR EHHERE, HFTTU MV EAREEHFRIEE O ERE. FREK
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Table | Relation of UP cxpressun and protecuna of transformed tobacco plants

TEHIETIET DAS-ELISA SF R b 4
o Bh Y PCR ta % M ONyge (Y (d)
PCR OPapson, of DAS-ELISA Ne. of days to symprom
Variery Analysis aweav before inoculation expression after inocula-
B Range B Average bon

G28

B3 - 130,121 0 117 20

L + U 1A~ 163 {1,156 10

Ad + 0.151 - Q. [6R u 158 20

A2 + z2i-a 212 121l 25

D§ + 8.3i9 -4 47 {333 a0

D4 + V423 -4 431 0428 15

2 + 0. 545~0.558 U.553 4]

AS + W oaa3- N A55 1,430 50

33 + U 651~ b TH 0.719 45

D2 1 0.5~ 0,831 0.4827 >l

K32

B3 - B ui4-n 023 0.01% I

[ + (.019--0_03¢ 0.126 10

Al + 0 331--4u 149 D 141 15

113 + I 203--1u.212 0. 208 20

3 + U 2% -0 3 0.303 kil

L + 0.484~0.514 11,490 > 60

Al + 1,509 ~0.590 v.579 35

it + 1, S84 -0, 599 0. 591 40

B6 + (. 750 ~0.757 U753 50

By + U 78G—11 784 ¥ 771 64

CK - - OB~ 1k 23 t.021 10
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K32o ) F8 OD @SB B LR Y r=0 8927/l 1= 0 2074
1}:A~T:No of expenments; I ~9:No of expenmmented plani=: 23" + ":CP, " = ": No CP;3); The correlated mdex of average
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B, CMV-BS.CMV227 fl CMVI3AT i R EFHENEG LR ETX =M HREANEEESE
M HEREE— SR,

AR I 0 B AR OD s BERER(RE 1), EEZEG T HFE RS ODysum T
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Genetic Transformation of Flue-Cured Tobacco Cultivars
G28 and K326 Protecting to Cucumber Mosaic Virus

Chen Yuansheng Xan Huogen Zhang Shuguang Faan Hweichung

{ South China Agricultural Universicy, Guangzhou 510642}

Abstract Two flue-cured tobaceo cultivars, G28 and K326, from Guangdong, were transformed
by CMV-BS CP gene from diseased banana via Agrobacterium tumefaciens, and 313 transgenic
tobaceo plants were obtained. Calli were observed on the small square sections of leaves of the
transgenic plants in culture medium containing 100 pg/mL Km, indicating the Km resistant
marker genes {NPT [l } has been successfully introduced into the plants. It was confirmed with
PCR analysis and DAS-ELISA assay that the CMV-BS CP genes were stably integrated into the
genomes of the transgenic tobacco plants, and were subsequently found to be expressed in these
plants. The transgenic tobacco plants were inoculated mechanically or by aphids with the chal-
lenging CMV strains BS.27 and 37 from diseased banana, tobaccn and cucumber in Guangdong,
respectively. The transgenic tobacco plants expressing coat protein of BS were demonstrated pro-
tecting effect to the infection of these CMV strains significantly, delaying the disease expression
and reducing the severity of systemic symptoms, and the degrees of protection were positive carre-
lated with the extents of the coat protein expressed. It was further shown that when the trans-
genic plants were challenged with five concentrations (8, 20, 50, 100 or 200 times of dilution of
diseased leaf-sap extract with buffer solutions) of CMV-BS, CMV-27 and CMV-37 respectively,
the protectinn was decreased with the increasing of concentration of the virus inoculum.

Key words CMV-banana strain, Coat protein gene, Transgenic tobacco plant, Strain, Protec-

tion
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