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1.1 B 1993F ASO9 UM H A E WM E A4 HER A 2R TEE T 58, 4 0a8%
G93-1.G93-2.G93-3 1 G93-4 ¥'*). A 2BSHMM B —REH=REBTER. WEMNE Y 87A %,

1.2 SI%ilirSes HREBECKRHEM HEVAREFAND FEXEFHZRED (RIFRFS RT3
o, R 7].

1.3 RNAMER MpPWBEAiEsh 2BS HIMASS F 37 CEEIIE . CPE ik R W ok, 7 T 95 2K /5 T oL 5 40 B
W, ¥ PEG s 100 155, ¥l B B 15, Al TRIzol i { Gibco/ BRLYEH RNA. RNA £ DNase I{ Gibco/
BRL)##E HF RT-PCR, B Jrs: NIC#k[9].

1.4 RT-PCR # RT-PCR —Ek M £ (Gibco/BRL), 1A R1.F1 #1349, 45 C 30 min A HEF.94 T 2
min G #EA PCR 3, 94 T 2 HE 30 sec, 52 Tl K 45 sec, 72 T EM 1 min, 35 M, Bh 72 CEHMH 8 min.
B Sul PCR—F™HHEM5¥ R2.F2 T8 . PCR 457 1. S% A EAR SR Reh N g B .

1.5 TRSEFX B PCR™ W84 EWE, 5 pGEM-T-Easy 8 & (Promeg=) ¥, 334 M100 8., [H
HWE L PCR A EE S EcoRl B2, BlE5 F R AL RERT.

1.6 RAFHSHEY SEAHWEFEFEESHFREY IRFRFSTELSHTE NF2R52HE
B7A KU R e M R B fu sk T A W .

1.7 ZERPHEBE BH1-108 T MH0-87A BN 00 R K5 M 3 14T E SE d -5 5w 5 N ik 4 B oo s
B, BT, STABEREY R, R mB R B,

1.8 HRWSRERIR A#% 2BS.AS49.LLCMK2 =#Fila, SREEHIT RS CPE A H ~ et sk, k&
CPE ISR FHEMEE 7 Rk, MAESEZS AR ELNE & RGOSR,

1.9 HLHRRE WIE.HED.OERL RN S IR10],

2 %R
2.1 PCR MR

BB 1 %, HEV G93-1,G93-2.G93-3 1 G93-4 EHMA 4 514 RT-oPCR /5, B[ ¥ &
1< £4 239 bp #F, M IE ¥ 2BS A MIS S A,

B 1 MR HEV 3iked RT-nPCR ¥ MLR
1.pBR322/Msp | DNA £+ FREEHE, 2.G93-1 B 3,G93.2 B 4.G93-3 #; 5.G93.4 Bk 6. 1E X SN H
Fig.1 Results of four strains of HEV detected by RT-nPCR
i. pBRI2Z/Msp I DNA Markers; 2.G23-1 strain; 3.593-2 strain;
4.G93-3 straim; 5. 593 4 straing &. Normal cells control
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2.2 HEBREASH

mE 2 FFx, RT-nPCR ¥ 1 G93-1.G93-3 Al G934 X B BT REEN G A LR T
¥EE, H S5 EE 87A % E T4 stk FHEER N 100%, HF G93-2 i FAFHE AR,
S5 EL#HRENE TR B YN FEESSH 79.9% M 86.3%.
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Fig.2 The nucleotide (M) and amino acid (A) sequences of six strains of HEV

G911 G914 AR S GO 1 REMER, L G931 BR.

The sequences of G93-3 and G93-4 are the same n= that of G¥3-1 expressing as sequence of G93-1.
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£, WA BRI, SO Go3-2 MM B R AR . BEYS 87A #HMA.
¥ 1 HEV G932 i 5i-87A HMBIN T RbFRElsmiEn

Table 1 Results of cross -neutralization between G%3-2 stram and anti-B7 A serum

SH-87A HAFRA (L 10) 3 RN R
Results of cross-neutralization between G93-2 strain and anti-87A serum o R

R (TCIDyp/0.025 mL}
Virus strain {Passage)

Neutralization

LR Fil % index
Meutralization Virus control
G93.2(5) 0 5.5 3.16x 109
87A(13) 0 6.5 3.16 - 10*

®2 G932 HATMOIEEE AN IR

Table 2  Results of cell sensitivity of G93-2 strain

W W (TCID,/0.025ml )

Vil titets
BH(HK) —
i i HE=RE
Virus strain {che passage) 0 Ey Ao i pn;nges
Pre-passage
2BS AS49 LLC-MK2
(;93-2(5)-‘ 4.7 5.3 5.7 ]
87A(13) 5.3 6.0 5.5 2.5
*AS49 HFMIME  Determined in A549 cell
2.5 HE{ERER

¥3 G932 B RiL e Ml

Table 3 Results of physical-chemical character of 393-2 stmain

FERT G2 REARKEN
2BS M E Z B, MR (pH

FRENEE « (TCID/0 025ml)

3. 0) \ iﬁﬁ (56C , 30 min) N ﬁ#ﬁﬁ ﬂ Tza;ffup Viral titers
W, HRER G932 BRE RN 5. e 091'22‘5’ 3?:(;”
FTHE. FAWHL, BFRR 5 IUDR 89 .. ' '
WRR3I AHZHRES s7A B — T8 (pH3 . 0) <1.0 1.3
Acid
:M%ﬂlﬁJﬁﬁmﬂﬂFiﬂmE‘J RNA 78 A6 T 30 i) “ia <lo
@ Heat
.l B 6.2 5.5
4 .l'#‘;% Nucleic acid
FRR) 6.0 5.5

— KL, RNA R ETERHNER Virus control

th, Fp gy — M IRE R RNA BB 0 s Decermined in A543 cell

PR FE R IETHEE., 2 RNAREEE
TFROFSAEAAEREREHIV)AMRYUFAKFE(HCVEEASMEZREABRY RS, 2
2, HEV A& HIV fl HCV IBEE BEAEERLE, 5 HAV —# . (BT EBRRLAgRE
FEHAV XERWRERINEHBWILE, MHRESN HAV B:E BB R E R 8 E EE, HRi
JUEEE, XF 4 BB AFE HAV 3, HEH AT HAV A AT EEE, RB AT >85% 8
F¥E#, RERE>15%HESHER . AN HAV WHESWERRF BiHAYEE—4
MR, S HEVATRREANRE, BRAEOFHNSAEE, AR X REn ek B
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HFRERIITHN. ELFEN N FRAZEY(GEER), MEMHAEG KD L2 BEHE
#O BRETMEX G20 %I MBEE US-1 %), HEV DNA ZHBRABERTE T
ORF2 1 ORF3 X ig, T ORF1 R R XK. AT RERXETEBHE=1TUR, IT#iFH
HEMAARBEE /D, ZWTRET MU EZ 4% HEV 098 R BT TR IER
¥, R EI, WF ORF1 ETL. 1 REMZBRETRFY, AP =4 5H8BFHFB A% ET
MR EARC 2R, H G322 AR ANETR, AMELERE 79.9%. HEMR, &
A X B RS 1997 £ T A ET HE A MR R BIB AT X-S1 kU 5 58 A
B, FlEHERT 99.2%, HHBITAVERESEF 2B AN HEV ik, AJ6ERF
EF—HARTFHFEANG T HEV 23U MERTR, X5 EHRNERCIUERESH
0 E R — ey,

T FEEFRR RS TEE B, 1P X 8k ORF1 28 B8 K8 G93-2 B BifF 4T
TH—EEYEERATR, LR AREEREL EEAER=1FE, FS5HREHE
BTA BT, ZHRAH, ZHREENMRELZIFE. S 7A RTHAENRFEEER, —
ERAHERA-S7A KM AENMRT 2T, L EAFEHERERTHE LR A, X HHE HE &
BTG T PO S B SR 5 T, — & ¥ 2BS 1 AS49 SR, X4 LLC-MK2 B
FEGEAEERFE, —EHATEE. FRER. AN RNA F%, HFSRAREER
HER, TN_EELRAEMEHRFTERLAZR, XS ZHEMRELERERSESH
XEFDEHRX, WAL,
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Study on Genetic and Biological Character of
Sporadic Strains of Acute HEY in Guangzhou

L1 Qing-hong, HUANG Ru-tong, WEI Shao-jing, LI De-rong
( Beijing Institute of Microbiology and Epidemiology, Beijing 100850, China)

Abstract: Partial nucleotide sequences (location 4522 — 4761) from ORFL of sporadic strains
(G93-1, G93-2,G93-3 and G93-4) of acute HEV in Guangzhou were detected, the positive PCR
products were purified, cloned and sequenced. In the result, the nucleotide sequences of G93-1,
(G93-3 and G93-4 strain are all the same to each other, and have a homology of 100% with the
Xin Jiang 87A and Burma strain respectively. The G93-2 strain is different, the homology of this
part of sequence with them is only 79.9%, but, it has a homology of 99.2% with X-S1 strain ob-
tained frotn the acute phase serum of a patient with hepatitis E in Xiamen. In addition, the bio-
logical character of the G93-2 strain was studied, the result was as same as the 87A strain’s. All
the results show there is a variant subgenotype of HEV in the South of China besides the similar
strain with Xinjiang, but they have the same biological character.
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