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WBIERMEX [ ERRT HRTFRXEOEREY
RT-PCR/RFLP 4El $952.65

BRI, AT EH, 2l AT, gz O

YRMBOL TEESSCH R, M 450008)
HEEBELCERRE, [CM 510642)
MR KESER, "M 510642)

2By
KA. R B RN S REG S, B, AR HRIBE RN RT- rR Y
-———————__ -
hE ST 5852.65 XRERIRT:A xiﬁ%:lOOS—Slzsmoomz—0197—13P RFLP A

BERMETRERFAE(IBV)ETERFAERARRER, 5N RIE ST, T
. BRERRESERUME. BER, ETHHY IBVEREHRTH LI, NTTSEB SR
XRERFOAKRE, BERENSFRED, IBV HEEA KRB RNA, 2 27.6 kb, %
ERTFTEFPIMIESEHER . 4EES(S) HEAMIEXEESN), EFSEHR
BUBAES NS BT EATR. S, EHE2 BV EEAZEEE, 77 #YLE £ PG
A REREMAAEEE, EREOEESRREERA, HER 1993 E£ERNES
S B RE S IBYV 385, B3 IBV B H & S, XA #T T RT-PCR BB U4, 3
PCR =450 B N\ BB BHE, haE—3BH1 9% IBV B9 H B2 TS5 SHENHd IBV ER TR
T T 25k,

1 #MERh*®

1.1 % HE, ¥ ESETBVESRHD, M BVEEFHBEE M, HIEESHEE, BB fRkx

FRPERL,
1.2 FEEHRC|H BECEHFO IBV Beaudetre 8 S, ZEHFF R (Binns e 2/, 1986) %1 PCR 3[40, Fi3|4y

EHESHEESS EEM 166 kb KB, B EEERTRALFASN. SIWF 86 S ZESWHEE S &

WER T, H 5% EcoRI B &, Py 15 TCGAATTCTGGTAAGAGATGTTGGTAA(27 bp ) S P, 2
S ZEE VRER 1 NTHBETCHAFN, B 58HHA BamH [ B4 X, P;. 5 TTGGATCCATAAC-
TAACATAAGGGCAA(27 bp).

1.3 SSRAAE RNASE HEWRBEREERETIIER 9 HM SPF BB REHH R, 37
CTHFIOhUBERE, EEEHLOCEHS DEPC HEEMAKEERSE. Mk RNA FERAARKEBEHRS
DEPC #{% RNasc 2h38, I SDS(2EHEE 2% ) A E RS KM 250 pg/ml.), 55 THEA 45 min, % 84K 2

WA H 31998 — 12— 08, 58 H #1-1999 - 04 — 20
EEMA - RIEIF1065 5F - ). 30, FIEFEH A, B4 B, WRFayaRES.
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B RO/ RIRE24 DB K, A 2 (FEMIEKZER 1/10 £ 2 mol/L BEEE S (pHS.0), — 20 T
. 12000 /min 10 min /5 70% % Z BEEBR, ATHTEHKER RNA S THHE Smin S#H A ER 5
7,

1.4 RT-PCR 3> @M 4.1, RNA 5 10 L, 10 mmol/1. dNTP 2 1., RNasin 1 uL, 314 P, (20 mmol/L)
2 gL, AMV RMase (1 u/pl Promega) 1pl, 3L 20 01,42 THEE 1 h I54E 17 PCR, 10> @M 5L, RT =% 10
pL, 514 P1(20 pmol/L} 1 pL, 7K 33 pL, 95 T 3 HE 10 cun B0 1 pl. Taq BE(1 u/pl, BM £:5]), G ¥l 50 pL,
BEAEEKGS PCR B30T ML EF AR LR iT ., ME 72T 2nin EHE#AFTIIT 60
5,30 C 605,72 T 180s, 3£ 30 M EF, 72 T/HEM Smin, “H T H5RILZLE(ER) I 1. 2% SIS SR - Hk
IS5 -$iui-d

1.5 B9 ¥ H.D, B M, S PCR =14 31 BstY], Haell #1 EcoRI(H5 4 Promega 7= &t ), ¥iiEH
FHTEEE, £ 2% WIS (& EB) kS,

2 R5i1e

2.1 PCR 4 IBV 89 H #£.D, B M, BR&E RT-PCR Y WG R ir R =FHEBIT
L.66 kb M B, SHRAZ R —8(E 1),

2.2 BEtI44F IBVH H# S, #F PCR F494E Bst Y1 BB E) 1.0 kb #1 0. 66 kb FA~ 4
B, 2 HaelI BB H 0.9 kb.0.4 kb F1 0.36 kb =} Et, & EcoR IFFUIIG{—2 1. 66 kb ¥
EE,iEA 3% PCR =¥ K EcoR 1 BEYI L5 . IBV BY H 85 D, B8 M, % S, [ PCR =%
B4 B2 4 — ¥, & Kwon %49 PCR/RFLP 4+ B 7 5:0%), 7|5 IBV 89 H # /8 T Mass I
HEHE L,

H1 IBY# H#% S SHEME IBY ) PCR/RFLP 4+ BIA by
Fig.1 Comparison of pattern of IBY H strain S; with the other two 1BY strains by PCR/RFLP
lanel, 6, 11: pBR322/HinfI; lane 2,7,12: H, Dy and M, PCR products repectively; lane 3,8, 13: H, Dy; and My,
PCR products were digested by BstY[ respectively; lane 4, 9, 14, H, D, and M,; PCR products were digesied by Hae
I respectively; Lane 5, 10, 15: H, I, and M,, PCR products were digested by EcoR 1 respectively.

2.3 MFEM IBV SMEREEEE RS, B, By PR T 545 5Bk A i iE
B, Kwon ZERR IBV S, #£F PCR/RFLP 4r B %% % 5 Fh 1 550 W £ &9 L 3% B — 3K, PCR/
RFLP B SHARBHLERERME RENRE. TXTEDE IBV A H & S, ZEH PCR
PeH1 4B A BstYI.Haell #1 EcoRI Y1, HE R 5 D, ¥k f1 M, #£89 PCR/RFLP # B % & —
B, RKwon SHHEFE IRV HHET Mass NER. IBVAH HERENER SRS
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- HEFS BERE S ERAEE HHHEEAZEN RT-PCR/RFLP 48 199

SRR, D, BN EE IBVEBEHK CEHNGH TIFSHH 'SR B fARER KT EMN®
PCR/RFLP 4 B G BEEREH M, HIF. X5 Kwon I HM AR, Kwon WEAEE
IBV ¥ AF 8k Gray.Holte 5 M, 8 S, #H PCR/RFLP R, A Hae I BB V1T E 11X 4 F 3K,
B3 IBYV 1 D, Bk S, BEAEFISH NN S, B2HERBES IBV G2 R 0173
ERAREHMAXLE MILEESECHFRAR IBV EH AR RS E HH BB, HERK 5%
b S, P PCR/RFLP AR AXH IBV AL ESHMENA S, EEATRESE
X, =FERANHHXEERTE—EHIRBIEN,

2 F X W
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Study on RT-PCR/RFLP of Spike Protein S; Gene of
Avian Infectious Brochitis Virus H Strain
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Abstract; A 1.66 kb expected S1 gene fragment of avian infectious brochitis virus (IBV) H strain
was amplified by RT-PCR. Its PCR/RFLP pattern was similar to IBV Dy, strain and My, strain
when digested using BstYI, Haelll and EcoRI respectively. IBV H strain was thought as Mas-
sachusetts serotype.
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