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BME.TTHE(TTV) I —HESENRNEFREXMNMEE. ITESEHRR N (PCR)F
TTV DNA FFAIETEER 1915 B 2185 2 HBT R B, e r BE B A pGEM-T Easy # ik, B W
EaMUEES B, #REHBNM 1S TTV S EENREHE 66.8% 5
99.3% ., 5 TTV HEREENAEEX 6. 1% ZH 7 1920, S AR BRERESAI AR
SrEREHAREEENIESRGFE. TA. TEAN I TIVERSAAKRGLAN G HPRE
Y BRI 13.3% —33.2% FTER A H6Y TTV HE¥ER,

R kML A FEf: TTV: BE
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1997 SEEE M EERAT —H T SH NS FREXENEN TTVIY, BEREAR
iR L AE e BRI AT ARE A L DL B B R IR AT B B T N S A ek Y B 46 JB A B I W S S
i, B TTV e,

¥¥TTVHHHS THREZHRSERRA. ERENREFRASERE, ZNETERT
BFRBE. CSERER DA ERBMN/NNE 19 HEMU 2T, A% TTV 8BS
FRAREREMAT 0% ME MM —G1I AN G2 AN, REMEN TTV EHS B FBkH
REHAT 97% %), AR PRNA PCR AT TTV R 1915 B 2185 K &, %
15 # TTV SR REREE 66.8% 8 99. 3% 2 0], X EREAIRART RS
E.BHRENT.

1 #E¥EERZE

1.1 XEsMEAREN

1.1.1 mEHFEFEE PCRME TTV DNABHEE ISH. R bh. AHEREAN PLEFELRSREE 7
MRS 1 A ERRAEREEASEER . AR 8 M, 1558 rikieh.C 1998 SRR ILE, 1T,
PRSE, 3. BT EERR&AKERT, SR EMBIE, 708 S5 1 B WlF R
bk ol ik 2

1.1.2 FEHAN T . TSEEBHATRSENEE$X4T;T HERN XL1-Blue @ 328 Invitrogen £ 7
7 filt s Wizard PCR Preps DNA S {LiX # 5 Promega 2 5] 7 & ; B 5 2 3 8 ¥ HBsAg.3i-HBs. HBeAg. $i-HBe.
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$HiHBe. IgM. $i-HCV R H-HDV ¥ % 5 % 4 & ™ f. PCR 5| 1 NGO59 ( 5-ACAGACAGAGGA-
GAAGGCAACATG ¥), NGU63 (5-CTGGCATTTTACCATTTCCAAAGTT-2'), NGO61 (5'-GGCAACATGT-
TATGGATAGACTGG-3" }Ey i B bk ¥4 o2 £ 20 &) Fr il

1.2 XVHE

1.2.1 DNA#RY MM EKE SO ul B TWEE, A 100 uL FHFHE (25 mmol/L BEEIRE, 2.5
mmol/L EDTA, 1% SDS, 2 mg/ml % §F K}l 10 pg/mL (RNA 3k, 68 T H#{k 2 h /5, H3ERF M5
#.

1.2.2 TTVY DNA PCR ¥ %' HIE=X PCR Hik, B—R 53 NGUSS f#f NGU63, =5 3|49 i NGO61
H NGO63. F-—§ PCR B # M FUHUE 3 pl., 10 < PCR SUS SR 3 ul, 4 » ANTP % 200 pmol/L., NGO59/
NGO63 % 15 pmol, Teqg DMA H BN 1.5, B EE 30 1., 94 T FAFFE 180,93 C 403,54 C 405,701 60
s T8 30 IS, 70C 180 SRR, IRE 1 3 PCR 710 3 uL fF#48, J NGO61/NG063 3 |H#iTH 2
A MRS L RS, BUPCR W 10 ul T 2% AR Pl ik, ER s, WAMT TSR,
1.2.3 P8y W PCR @ikl seeE A pGEM-T Easy {6 (Promega Co.}. B NKRSGEBUE
IS, H AR 310 S HIMEX T, BMIFSIHH T7 # SPe. B3B8 TTV FEF| A B(1515 Fl 2185 BERK
B &5 TTV H R Bk (715 ABM0S39).

2 #XR

15 B TTV FN F B (EFE 1915 3 2185) 5 TTV H X #(F A5 AB00839%4) X FRIIE
RIHB(E 1), AEAEE 66.8% —99.3% 2 F, P AAMRIL B 58.79.84 2By 3 SR TTV £k
561 AFREHE66.8-69.1% 2, 5 G2 AR EXEKX86.7-87.8%2H,XIHETTV H
B ANESEPES RERXFEN - TTVHEE TR,

3 ik

Okamoto BEWE TTV, £REMAK 3739 M HFH. E5 XLz R8N FNAPHE
19 HEEDL, AT, SR TREERER TFTRENT —H0],

HETAN TTVEH 24+ 2ED, 4 A ZRETRD, BREEH2BE 78 8 TTV L F
FIEHREEAXTF 0% W+ HER.G1E 76 8, G2 H 2 #%. Gl IIBHNER 11% —
15% X ST R, B.Gla, @35 22. TA278 KB S0 #, TR EMFAFEESLY 93.3 -
100% ; F1 G1b(24 &), F ARG FNIRAF X 93.5-100%, G2 A 2 FHEEHHE 14%,
5% G2a #0 G2b!Y, ERERENSRTENSIREXEAFATE-—FRMARIE. 5
HASRMEUEOBETRRABERE TS M L. BRB —ERH AR5 Ekss, £XH PCR
PR YR TTVEE4A, SRFHABAP 1S E TTVZERPFELEE 66.8% 5 99.3%
2, 5 TTV BEE(FNE AB0083IY) LR FWHETE 66.1%F 97. 4% Z A, AR BR
EREARGESIERENFREETHERTE, 102, AMIL R 58.79.84 2B 3 bk &
BE5HAH G AN GZAMREHSYEF 33.2% M 13.3%, TRIAE S —FHN TTV EH
TR,

HaTE A EXTFRENYRBPES PCRBTH-BRATHREHEERIING TTV £F
Ao, #— SN ERBEREEAY S TRTNFHEE. BTRESTX - RNEXER S AR
EE5EEERIETNRESFBRRSXR,
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Fig-1 Nucdleotide sequences of 15 TTV isolates from Chinese compared with Japanese jsolates
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Genotyping and Sequencing analysis of 15 strains of
TT Virus from Chinese isolates

WEN Shu-juan, HUANG Zheng-hua, CHEN Qun et af
{ Genetic Center, Nanfang Hospital, Guaengzhou 510515, Chinc)

Abstract: Recently, a novel virus named TT Virus has been identified in serum from patients
with elevated ALT levels and others. TTV was detected by PCR using a set of primers {from con-
served region in the TTV genome. cloning and sequencing of the amplifications in 15 cases of Chi-
nese blood donors and dialysis patients were carrited out. Sequence comparison within 271 base
pairs in the region between positions 1915 and 2185 showed homology rates varying from 66.8%
to 99.3% among 15 Chinese isolates, and from 66.1% 1o 97.4% between Chinese strains and
TTV isclates from Japanese isolates sequenced. This result suggests that a new sub-genotype ex-
istes in Chinese TTV isolates.
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