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PCR 715 HaNPV EiR4 B KHE cDNA CERMFE

BEE, KAFE"

(HE#-FRENIUEEW R, )X 430071)

?

R LR R A BB RIS RNA, B #55%& I cDNA 38 — 8%, M oligo(dG) I ¥ 1€, PCR
P S AR 5 cDNA, B E| pGEM-T Bibr i tE . HHLRFE XEPHEREE. &8 U4 0, DNA
WAHNBERADECI~L1kbZE. XEPFERAEMATFREI1.66- 10°, HHATFHLATE7. 6%, E
HIRE N ZRE ST 8T A, S HaNPV REE AT cDNA STBE S il 50% .
*ﬁiﬂ:ﬂl’@iﬁﬁ:m‘ﬁﬂngﬁﬁ B BRI KL JURE cDNA O

chE 4p 28 .5435.6229  EAIRIRE:A 3 WEAN-E  1003-5125(2000) 04-0346-04

o] # 4 B ( Heliothes armigera ) RS E WL M E B, ENSHFEERZ L
EARAFEYRE, FERSARE L AKRE(HaNPV)EF 1994 FEREEITIEM .

RGBT REFFINRABRMEF B,

B L +EMARL S, #4 TEHFIT HaNPV #IiT 7T KB R TE, GSEE9E LR E. IE
EPERAT o7, MEFEERSFES . R HaNPV Bp s h bt e, &7
HaNPV B &5 4 SR B (DNA SCFE, AIFEATH HaNPV B4 PR E T 6.

MES5FZE

1.1 B#H

1.1.1 R FE . {E pGEM-T Wi & Promerga 227, KX E E. cofi DHSa R ZI SR,

1.1.2 TABAHES FEH2EH DNAse I . TAT B JPTG. X-gal. /hF M DNA B 8 Promerga 2,
M-MLYV 18 GIBCO £ &, DEPC B 8 Fluka 2 5], CTABR 3 8 Sigma >8], Taq B¥ .dNTPs. RNasin #1 R 1E
MUK A SABC 48, REREEDERHRILEAMNEHAEFEFHLREHES TR

1.2 HiE

1.2.1 3ol & Sl EEfENS I, P i3H EoR 1 YA, P, P EcR 1 f HemH | H

TN SIMFFmMT R .

P :GAATTCTTTTTITTTTTTTTTT, B : GAATTCGGATCCCCCCCCCCCCCCC,

£.2.2 B RNA PRI gk HaNPY SE S AERE RS A4 A, 48 b 5, BUEH kiR

¥, WH BRI RS RNAP Y AL RNA B DNase | BB DNA,
1.2.3 cDNAZE SN SHESRESPMNER. R 13 ug 8458 RNA, 1A SIE P, 1 RNawn, 70 T 38

10 min, KABTEH S min EEMA LTS 37 CIHER 2b, EDTARLEN, I0XCTAB EEAREMRK,. 2

WCRGH BA: 1999 — 07 — 13, $& 5] H 87 . 2000 — U1 — 03
EE/AOQEROITIE-), B AERA TIWHTR. BL. FIENERURESWR.
* EEE. AW, (19415 - ), B ik A F R R, FENSE OREF LR g A 0 g j e -
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R YU TE T T & ddH,O.

1.2.4 WMJGHEBEE ENAAKER, LiEED, A MBE . TdT B f dGTP, 37 T 30 min, EDTA £ 1k
RFE, ZBRIIE. BB RNA, Z BB, 1§ T4 & ddH,0.

1.2.5 PCRYMFHERLRFEFSHS L T, B, BIFS2KN . B 1%, 99T 30mn, 58 T
2min, 72 T 4 min: F_1EF. 94 T 30 min, 40 T 2 min, 72°C 4 min;3~20 G, 94 T 30 min, 5S4 T 2 min, 72
T 4min. TEFHFELE,72 TEM 10 min.

1.2.6 cDNA I8P By ik m . 0 = frimcs RIS R R ik, KR /MT FHIEE 300 bp LT
F LAY BEIEE, B2 it el R A kot S P ), BE RS YRR a1,

1.2.7 cDNA ZREMEFT D . cDNA B WEE £ Bl Promerga 2> 5] pGEM-T FEEE &) £ UL 80 4 7, B ik
. FREATSERBE TR, IZTCEEEF 1ob GHVMRE EEEST, SRS TE Y,

1.2,8 WAMBE AR MILER T RS NCIH. 80 T B F: EoR 1 =2 #h HaNPV MEE 4 DNA,
Hi&H. SREYEHEDHEH FICEMAEREFRETRAAFHHSHRAR R S %,

2 HR

2.1 MEATRYUBG)4 7
HEHAE FEcoR1 Hl BamH | WEEH L, 1 % IS SR Ik 287, cDNA 6 A B B A/
fE0.3~1.1kbh2ZxA. XEHI1,

1 5y pGEMT-cDNA A HH EcoR [ / Bam H [ BEHTSH¥T
Fig.1 Identification of some recombinant plasmids pGEMT-cDMNA with digestion of EcoR 1 and HindIl
Lane |. ADNA ExoR I /BamH 1 markers. Lane 2~8. tecombinant plasmids digested by EcoR I and Bam H I

2.2 NARB SRS

HAPKN S HaNPV EFAFH#T. HBEEI%2E HaNPV EFHE DNA FEEXHE,
FHARAEME., RXEEE R 28 THEIENEHRE . 16 P HERELTES 12
PEFELEFSAE2), X—ERRALES HaNPV IREEEA DNA TREHXTF 50%.

3 it
P PCR A5 8 cDNA YRR M (E s 698 5. MBI 4 SLik py 76k B HaN-
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348 7 H M #E ¥ FEis

PV mRNAREXEFEN—¥., EUHEFH PCRIFZEER. S EEHRSI DM ST
cDNA F BT, BIEZESET, TEOSIHSEIREIH cDNA 8YY- 1, M2 87 /h
4+ F cDNA A BN SS9 F cDNA FERIFHRY M.

Hz WoBREAHNMNARELE
Fig.2? Dot hybridization of some recombinant plasmids with genomal probe of HaMNPV
Al positive control Bl negative contm|

HaNPV R4 cDNA SCREM AR, FB TS HaNPV RSB T E R EEA &4

THRIZMZER, EEEAKFT EEA TR HINPY HESHEER HEEEAN S FHLE, Hit—
#5rH HaNPV BEFREARE LR W I T 57 ) 5 o 50 3 A i 5n), 32 BRI (N4t &
EFNEE REAELEANARRFEREIL
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Construction of Helicoverpa armigera Nuclear Polyhedrovirus cDNA
Library During Latent Periods by Polymerase Chain Reaction

BAI Zhi-giang, ZHANG You-qging
{ Wuhan Institute of Virology, Chinese Academy of Sciences, Wuhan 430071, China )

Abstract; A general cDNA library which was from infected larvae dueing the latent periods has
been constructed. The first c[DINA strand was synthesized from total RNA by M-MLV transcrip-
tase. After oligo{dG) tailing the cDNA was amplified by polymerase chain reaction. The double
strands cDINA were ligated vo pGEM-T easy vectors, Screeing of ¢DINA library showed that the
length of inserts was from 0.3 to 1.1 kilobases. The capacity of ¢cDNA library was 1.66 x 10°
clones. Moreover, the number of cDINA clones of HaWNPV was more than S0% .

Key words; Helicoverpa armigeras nuclear polyhedravirus; Polymerase chain reaction; Clone

cDNA library
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