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{# Pharmacia 2+ & T7 Sequencing kit 88 i1,

1.5 RERM|2AEEHN PCR T
HEMEHNERERERANA X TG/ T EE34.
Z1:5 GGTCTTATTTATATGTGGACACY, Z2: 3 CCAGACACCATTTGCATAGC3 : H F M H 1 & NNA
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1, Control of health wharco; 2, PCR products of
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Fig.2 DMA sequence of the CR and past DNA and aa sequence of AVl of ThbLCV-Guangxi( # indicates PCR primers)
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Fig.3 PCR products of the fuil genome of
THLCV-Guangxi
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Preliminary Stuody on Chinese Tobacco Leaf Curl
Gemnivirus-Guangxi Species

ZHANG Ying', YIN Qin-yan', LIU Yu-le!, CHEN Gang', CAI Jian-he’, TIAN Bo'

L{ Institute of Microbiology, Chinese Acadeiny of Sciences, Bezing 100080, Ching ) ]
(Institute of plant protection, Guangrt Academ~ of Agricaltural Sciences, Nanning 530007, China)

Abstract: Using DNA of Chinese Tobacco Leaf Curl Virus-Guangxi({ TbLCV-Guangxi) as the
template, a 0.4 kb virus-specific fragment induding the total common region of the virus and DNA
sequence of 52 aa of N-terminal of AV1 was obtained by PCR with primers specific to whitefly-
transmittal gemniviruses, cloned and sequenced. This fragment can basically represent the charac-
teristics of the virus full length genome. The sequence of this {ragment is the same as that of chi-
nese tomato vellow leaf curl virus { TYLCV-Chi), which indicates that TbLCV-Guangxi and
TYLCV-Chi zre the same gemniviruses. According to the sequence of the common region of the
0.4 kb fragment, the virus full length genome DNA was amplified from the infected tobacco plant
by PCR with primers back to back.

Key words; ThLCV-Guangxi; TYLV-Chi; Common region of geminiruses; Full length genome of

Zeminiviruses



http://www.cqvip.com

