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Abstracts; Homology of three WSSV isolates, which were sampled from representative maritime space
of China: Tanghai isolate (Bo Bay of China), Ningbo isolate {East China Sea), Shenzhen isolate
{ South China Sea} was compared. Both of the genome RFLP patterns and the characteristic structural
proteins SDS-PAGE electropherograms showed that they were quite same. Tt suggested that they were
the same kind of WSSV virus that caused explosive epidemic diseases of shrimps (EEDS) throughout
southern and northern China. The same large PCR products achieved when using the PCR primers
from RV - Bl = PRDV (P. japonicus, Japan) and WSBV = PmNOBIII{ P. monodon Taiwan, Chi-
na) respectively to amplify the genome from P. chinensis (Tanghai, China} with high fidelity Taq
Polymerase. The sequence identities of WSSV from P. chinensis with those from RV - PJ = PRDV
(P. japonicus, Japan) and WSBV = PmNOBIII ( P. monodon Taiwan, China} are 97% and 100%
respectively, the resulus provided additional evidence that WSSV reported in different parts of the
Asian and Pacific regions maybe quite the same or just different variants of the same virus.
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T T A BE &S GEAT AR & (WSSV) F 20 g
Q0 FERMEXAEPEGIKA, B 1993 FLKS
3 ET N TR E M IR A R TR KA RN
EEMTERERFE., MEERE NEEKE.H
A BN B TR I R R R T Y
IRIE . WO E LIS M B o [ X R TS iR AT
% B ( Penaews (hinensis non-occluded baculovirus
CNBV), &3P T B3 £ 27 31 FE 4T 48 5% 28 (Hy-
podermal and Hematopoietic Mecrosis Baculovirus,
HHNBV ), H3[H Xt #F 4 % 5 & ( Chinese Baculovirus,
CBV ), A& 3 AFFF K5 8 (RV-P] = PRDV), R4
tESh B 5 2 B B 3 FE AT 4% 4% # (SEMBV = Pm-
NOBII), Xt #F 5 BE£7 & L7 # ( WSBV = PmNOBII-
DE W, BFEANKERBZEFESWACTVIZ
B, REREFRAETBARTFRmEERD,
E R o Ky R fp BT B RFHE—FHE,
HRFREREXNNSGHEEE S FHRIEFHL,
Lightner(1996) iy TR —Mm B AW ITF AR &S F
4k #5 & ( White Spot Syndrome Baculovirus,
WSSV ). AT AR WSSV TRl 7 1 ok i) [8] 3
XA, AR ELREH S AT ER L, A HRE
TEEBHEM =t EGENEERABTSE
(RFLP) B8 B B & 1] S IGHTT T I BlEHE L
FET AP E XA B SR S IEFT IR B S B AR AR LR
#i 8 RV-P] = PRDV, @ b BE 75 WA #F R
WSBV = PmNOBIII #1447 15 91| @y [7) T 2 &R
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1.1 fREHY

HIFE PR AR (WSSVIBENBRE TR
S bR A1 B A T M A R BB BRI S bR i
R R LA B TR, e
FE G o BB B I M A R
1.2 PCR3|#

P1:5"-ATC ATG GCT GCT TCA CAG AC-3°,
P2.5'-GGC TGG AGA GGA CAA GAC AT-3' ¥8
H A Xt iF 41 42 %5 % RV-P] = PRDV EH 4", pa,
5-ACT ACT AAC TTC AGC CTA TCT AG-3’,
P4.5 -TAA TGC GGG TGT AAT GTT CTT ACG
A3 ¥ EH P E GBI IF AT RS ® WSBY =
PmNOBII £ E 4 (314954 i1 GIBCO A7 410,
1.3 FERAF

B £ H Taq B High fidelity Taq polymerase) %7

Boehrin-ger Mannheim £ 7] ™ &, il FF & & iR ] .
ABI PRISM BigDye™ Terminator cycle seguencing
readyreaction kit with AmpliTag DNA Polymerase,
FS(Perkin Elmer) SRHGI M B Y K ET M
(TAKARAMY LR AF P R. BEH7 FERIRHE R L
A EEM TRASAS.
1.4 XLBHE
[.4.1 FEEE WSSVE49EohSEHAREY 2
H(RFLPYAMT . WSSV =4 4 Bk S IR B 5
A ERAHITREEE YRR RRE R
EAFBEERS LR #T. HEREFARHE
5y A HEEE S DNA 2 g, 20 550 AR F44: R
118§ Hind 111, Sac 1. Pst 1 % 2 pL (15~ 20 u),
37CH L E. 0.5~ TAE BB, 0.4% B
BB I, EB BB, BER ASRRE R
(Gel Doc 2000) 34D R LR .
[.4.2 WSSVE=4a@admEaEigtiz. =
HEWSSVRAHEBH S 10 oL TS EHMELR &
TEHE (0. 0652 mol/L Tris-HC! pH6. 8, 20% H i,
4%SDS, 0% BRELME, [BRBZ), EH 4min
R E T4 SDS-PAGE £5, IERIKE N 3%, 5
BRKER 1%, 40VIEEHEESRK [7Th. #ikiS
REZESHEZRE, BREKE IR REF (Gel
Doc 2000} FHEICRF 8 £ K E %
1.4.3 EWEHBFARRE WSSV 5 A & 3HiF
PR E RV-P] = PRDV, FE & LB M5 T 4%
#58 WSBV = PmNOBIII & {5 /£ 5 Lh %% 40 7 #) 5
RV — P] = PRDV, WSBV = PmNOBIII 5 &1 PCR
5|44 [ THIF WSSV EFE#H DNA; [00 ul. 2
MEZRRE 10 - T MM 10 oL, INTP(1.25
mmol/L)} 16 pL, MgCL (25 mmol/L) 6 pL, 3[4 P1
1 P2(50 pmol/p L)% 2 pL, [ pl. 35 DNAC [0 ng/
pl), [ L Taq B#( High fidelity, ] U/pL), KHE K 62
pl., EFE ¥ Hot Start 94C 4 min: EH MU T
£ I min, 55C B & 30 s, 72CIEH | min, 3 30 {F
B, |G, 72CIRE 7 min. 0. 8% Iy J548 & B2 /8 ik
ok i
1.4.4 PCR=#1FER 54 PCR 42 BH IS, b
EH Y TaKaRa KEFHH A7 % ABI: PRISM™
377XL DNA Sequencer il F (¥ b 1EF 55147 .
[.4.5 FRMRTEELEE: KA Genbank/NCBI #1
e BLAST 8 7RI b s 4.
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Fig.3 Resulis of PCR amplidicn-
won of WSSY genome (P he-

6 1 76k A RF TR0 4 AF eI #H A (R PR
oo 70 TR 2, 5, 80 RFSE: 3, u, S8 MU, DNAS Hin 41T
+ EwR |
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2.2 WSSV EASEHRBESHEQLR S
WSSV = o BT 13% SDS PAGE # Fe /R EPCRIMEN T, RAGERE Tag M(Hgh
G, SR B Y 2 Br - fidelity Taq polymerase) LA fRIEST 8% H i) R 5 £
1 2 3 A FH—8, PCRy ¥ EHed5BEEHiTF
FI4H 47, 4 B 2R o E AHIF SRR WSSV 5
::;4::: WSBV = SEMBV R EHE XF 100%; Y& RV-P] =
PRDV L2453 B = RV-P] = PRDV 2 [ it I+
s w13, 0 Fda WSSV 17 T BE. AEER 7% (EREE
T BREMMARSE T2 RIEMIEREETE
e 31,0 Kda MIFE R R ERE WSSV E A PR ET

EFMEM NIRRT B BEEBLHER
FiE 35 T By AT R E F M R XTIF B B R

i 20,1 Kda
Fl—fhR E ek o — R AR R B R EH T # N
B 4. 4 Kae e

92 THABFTTHER AvHR e WSVIH A K 1 LEAR0LI% 51 ALARHEARA DNA LI 38 £ EHE(RAPD)
MR ETAE TR B OB At 51 e 2 T 953 SR, FAIE LA F G 94 ~95 F 1 3HIFE R
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¥ { WSSV Indonesian isolate}, S5 EH 57 B #H{(U. S iso-
late) . FRBH=ASBHEHARFTHTEH
8 Hind 11l BEYIEE S HEE M EEHER, A
MRS EES BHEEET RERED, Rl
HEUEERE, IFERREEH FEIZRAFE
Tt BRI B —IEE.

EFEWME S WSSV IR, EFH KR ER AT
WMAFHEMEZATHANTEREXRENER
FRFEFERFERmAREE. HER—ATEEHA
5 F 3k TR 248 70 B A SRR ok R BF A R A
BERNAZRETERE S FELULSARYET
FZAEBREBHRE, il WSSV RERESH
T EFF EWT WSSV 20 titid 90 FERWEFE
HIEEERA, B AEEERT 10 FEH6tE AR
EEFHEAATFEMEEERTER, DEEF
FEERTERNERTEFANEE? £E1SA
BFFTHLA C T~ WSSV I 3t 45 & 18 i 185 g = (1)
BHREFEEENRITSHREEZAME RS
RES WSSV IRET B BV EERR. HK,
BEKFEFREEASTERESEEHEN T, #
HMEEERE NERLODHFEERDIRS
AAMAEE, EEREETTIEBTGYTZH
i, SEF AR CERE RS, NBRZREHS
ABFMEmMAKMEFEESHERRP. b
W 5 T F it o b FR, S B B T FEUR I < R K
EEFYMEHNE. ZRTNAESTFHETR
B FITH5 2 AR B B SR IT U i 7 B B A AT MR R EE .
Lo AEEREAFLEENFBCE BB L
wssvisl BWHRERNEE EEM IR A%T S
HEAM IR, WSSV It HFFE A H o EE
di. REGFHRIMMNEE, TEERBEMIERE
HESIEEFE XTI THSEEMR, S0 H M
MEBR5RA, MARFSTMAASIBETHES
BE e A E, R i i SR EE SRS E T, B
ILFEMHE— B LSS, LRIEEEFERE
5MFERE RN ERLZE,
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