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Characterization of Microplitis mediator Polydnavirus
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Abstract: A polydnavirus{ PDV }was purified by sucrose density gradient centrifugation from the calyx region of
female parasitoid wasp Microplitis mediator { Hymenoptera: Braconidae } . Negative stain technique showed that
the virus was tadpole-like and measured 130 x 35nm. A diverse protein profile of the virus’ capsid proteins was
displayed by SDS-PAGE. Its genome was composed of over 14 DNA molecules, which were different in molecu-
lar size and abundance . Molecular size of the genome was approximate 108 kbp caleulated by patterns from six
restrict endonucleases digestion . Micro-injection experiment with calyx fluid of the female wasps showed that the
virus suppressed growth and development of host of the wash.
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Fig.1 Sucrose gradient centrifupate profile

A, Predominsnt sedimentary band; B, Acoessory sedimentary bend .
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Fig.3 SDS-PAGE analysis of MnPDY capsid proteins
A, Predominant sedimentary band; B, Accessory sedimentary band:, M, Stan-
dard protein, Loading amount of the capsid proteins is 10py.
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Fig.4 Approee gel electrophoresia pattemn of MmPDY genome
A and B, Cenome DNA from sccessory sedimentary band; C, D
and E, Genorme DNA firam predominant sedimentary band .
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Fig.5 Resiriction endomclease map of MmPDV geome
M is molecular weight marker jthe others are names of endomacleases.
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Fig.6 Host weight dynamics after mjection
Noste : averge host weight is 7.6 1. Bmg before injection;
—4— Hosl wenght afer calyx fluid njection;
—- Hosl weight after calyx fluid end venom injection
—a— Hoat weight after SE00 injection.
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Fig.7 Host instar dynamucs after PDV igection
[ Instar after calya fluid injection
W Instar afier calyx fluid and venom imyechion
W Tnstar after S/900 injection

3 itig

A BT 20, 5 8 A PDV /9 DNA 7
FEESZETIEL+, mMAXM TR —fEFEE, 6
FREE DA, 3L 36 KT SRR E L BRI RE= 4

A4 DNA B3k &4 30, WE 4 FH, MmPDV
HEE S DNA 43 Fial A0E B (& SR )

E9H K, FEET DNA SERMK. REEZTRFH
P R R AT ARFREE R (0. 49 Y HEATE 3K, K 4r h
14 /> DNA %#F , BT A HEBE MmPDV XHHARH
£F 14 1 DNA 7+ FHIA §E,

B4 ER S, FATRME HEFRINFERN L
R AR, TR B KBRS PDV FHhE 1
R —2R PRI RE: (1) 4T % S M
BT POV A MEIMERA: ()l FHEHFI R @
MEFHE, BROTRIEREF 2B Bk, AR
WEER FRERE -FIEE, LRA 0.05 HiEE
LEFHNFE X THETEAR, R T HERE
woEBEERL.

g BT EREREYHRENRER S
HHE . ARRE

XXM

‘1] Stz D B. The polydnavirzs life cycle. Beckage NE, Thompeon SN,
Fedenci BA{eds}, In Parasites and Pathogens of Insects{ M]. Academ-
ic Press; San Dieg, 1993, 167 - 187.

[2] Beckage N E,Tan F F,Schleifer K W, &t af . Charactetization and bio-
logical effects of Costesia congregmia polydnavirus on host larvee of the
tobaceo homworm, Manduor Seal J]. Archives of Insect Biochemistry
and Physiology, 1994,26: 165 - 195,

(3) FBEE.HN, TR ITHE. PaOMEESRERRLENNET
BT A ()], B S 441 2000, 42,280 - 285,

(4] Stoliz D B. Vinsn S B, Vinuwes and parasitiam in insects[]], Adv Virus
Res. 1997, 241125 - 171,

5] Stoltz D B, Krell P, Sumners M D, & ai . Polydnavindate: A proposed
new family of insect vituses with segmented , double ~ etrenuded , circular
DNA genomes! J] . Intervirology, 1984,21:1 - 4,

[6] Swand M R, Dover B A. Developmental dismption of Preudoplusia in-
dudew and Heliothis wrescens larvae by the calyx fluid end venom of
Microplitia demolitor ] . Archives of Insect Binchemistry and Physiolo-
gy-1991,18:131 - 145,

[7] Soller M, Lanmein B, Poydnavirus and venom of the epg — laval pars-
sitoid Chelomes inaniti ( Braconidae) induce developmental arrest in
the prepupa of its host Spodaptera. Latoradis { Moctuidae) T M) Journal of
Insect Physiology,1991,42:471 - 481

8]  Grosniklans - Burgin C, Connat J L. Lanarein B. Ecdysone metaholism
inthe host parsitoid system Prichorpiusia ni[J)], Archives of insect
Biochenistry and Physiology, 1989, 11:79 - 92,



http://www.cqvip.com

