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Cloning and Sequence Analysis of N gene encoding Akabane virus
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Abstract: The nucleocapsid protein (N) gene of Akabane virus strain YN isolated from bovine was
amplified by RT-PCR. The product of 696 bp fragment was obtained as expected. The amplified
fragment was then cloned into the pDM18-T vector and confirmed by PCR, endonuclease analysis, and
sequencing. The results demonstrated that nucleotide homology with other published AKAV N genes
was between 94.2%-~98.3%, and the deduced amino acid homology was between 97.6%~99.5%,
respectively. Therefore, nucleotide capsid protein gene of AKAV was conserved. Phylogenetic tree
constructed with 17 reference strains of 696 bp of the N gene showed that AKAV-YN strain is related to
Tinaroo strain.
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(ELISA) Al 7 v F-He s w8 751 3 1) il 2% 3558
T A,

I AT %

1.1 KR

AKAV-YN 43 B E Rk i A = /8 4y
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pMDI8-T B K E.coli IM109 408 M= 44 T 12
(K¥%E) HIRATME., Total RNA $EUGAF A
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KR 7 & MinElute Gel Extraction Kit. DNA EH R,
#)& (DNA Ligation Kit). FRHIMENVIEE . Tag B,
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RNeasy Mini Kit %K /A7, EZNA®Plasmid
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BBk, RIS EAXR e A, H
Ncol+EcoRV BY], WK LR A AKAV-YN
I B EE AR N HE A (1) 7 [ R
1.3 FHINE

R RV-M/M13-47 51490847807 FHYE
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2 % X
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Fig. 1 Digestion of recombinant plasmid with Ncol and EcoRV

M1, DL-2000 Marker; 1, Nagative control; 2/3, pAKE1-N; 4, pMDI{8-T
vector ; M2, A /EcoT14 I Marker.
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Fig.2 Phylogenetic tree of AKAV-YN Strain and other Akabane

virus
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ERBHETHE N REOERFITRASE £
7, MAHEZEfFLA D “ERE” (Variation
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AR w BN, HES RNA RICZAE, H
BKH21 MMI#EAT 7B re B, LR & E /5505
BE. WSERIBER, RINWAT T #ZmETE e R 2
TSR RER.
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