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Cloning and Sequence Analysis of NSI Gene of Porcine Parvovirus SD-68 Strain
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Abstract: NS! gene of Porcine parvovirus SD-68 strain was cloned and sequenced. Based on the sequence
we can conclude that NS gene of SD-68 strain is composed of 1989 nucleotides, encodes a polypiptide
of 662 amino acids and shares 99.9%, 99.9%, 99.7%, 98.1% identity of nucleotides and 99.7%, 99.5%,
99.5%, 96.7% identity of amino acids with that of SY-99 strain, Kresse strain, NADL-2(5075) strain and
NADL-2(4973) strain, respectively. The distances of NS/ gene of all strains analyzed by phylogenetic
tree, we can conclude that SD-68 strain is near to MVM(i) strain and far to BPV3 strains. The residues
of Thr and Ser at the position 435 and 473 in the NSI gene of SD-68 strain are phosphorylated sites
because they are also found at the same position in the NS/ gene of MVM(i) strain.
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1, DL-2000 marker: 2, DL-15000 marker; 3, Products of PPV SD-68 N§1

gene digested by BumH [ and Hindlll.
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Fig. 2 Phylogenetic tree of NS1 of PPV SD-68 strain with
other parvovirus

MEYV, Mink enteritis virus; CPV, Canine parvovirus; FPV, Feline

panleukopenia virus; MVM.,Minute virus of mice; GPV, Goose parvovirus;

BPV,Bovine parvovirus
3 it

PPV NSI BEE BH=ERFHE, X PPV VP2
EFEmREEESD, PPV NSI £H5 MVM. MEV.
CPV. FPV NSI ERFREM67% L )t X JUF
4/ NREREEANFRREERVET 60%)°, XM
SFKFELE T HRMRIE: LSS A NRER
PLILTE -5 NS1 REF= 43T X R fa [ M » 10 4544 B IR LAE
BEAXELFE /MR A G874 2R R N
8, #£ PPV. MVM. MEV. CPV. FPV NS1 S &%
JF5I, 380~530 X LR/ MR B R RSP,
IXBARFFFIEH NS1 RIE ATPase/GTPase Th ks, 5
ATP/GTP &6 S, Hh7E PPV NS1 55 L%

“GPASTGKSIIAQHI”, £E MVM(i)« MEV (Abashiri)«
CPV. FPVNS1 J¥51 k>4 “GPASTGKSIIA QHI”, 7E
GPV F%I|_L 4 “GPATTGKINIAEAI”, 7E BPV3 5751
4 “GPASTGKINLAKAI”. NADL-2(5075) & H
NADL-2 (4973)%l# B R wrEm A2, WEE
621~636 7 S ERIRK, NADL-2(4973)8k%k 2 MR
HMRE, T PPV H'E 3 MNEEBAELLAE S NADL2
(5075) AR, HAF=ER RERRERES.

NS1 EAMHEM > TBAN 75.6 kDa, HH
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