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Abstract: To analyze the different expression proteins of MT4 cells infected with HIV-1 IIIB strain, the
proteins of MT4 cells from infected and uninfected HIV-1 IIIB were separated by 2DE and the gels
were analyzed with software Image Master 2D Elite 3.01 to find out the different spots. The proteins in
the spots were identified by matrix associated laser desorption/ionization time-of-flight(MALDI-TOF)
mass spectrometry. A total of 40 different protein spots were found, 12 proteins were down-regulated in
the MT4 cells after infection; the other 28 proteins were up-regulated. 29 proteins were detected by
MALDI-TOF. The proteins that down-regulated in MT4 cells after infecteion include proteins related to
energy metabolism, actin proteins and hypothetical proteins. The up-regulated proteins in MT4 cells
after infecteion include proteins related to actin proteins, enzymes, immune proteins and hypothetical
proteins. In the MT4 cells infected by HIV, many proteins were changed. In order to understand the
mechanism of infection of HIV, we must wipe off the abundant proteins and study the proteins with
special functions.
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HE g —BHXED, PHEA P RAXEEH
JRPE HIV B MR EER, WY EEE HIV
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1 MH#FeFd ik

1.1 HEfmE

LI BT MT4 Z0ARF0 HIV 1B #RE A A
WO, MT4 MR HTLV-1 RSB A T HE
M, HARIEFRTE 10%854 M3 ) RPMIN1640 £
FMF. WEEMNE 2d BEHETUERIRE 50%
MpEELIRE, WEAKR, AASHRILERN
RPMI1640 FEEAEBEKMEMME, BHAMRE
ETEERABMAIFKKERS, 70C 2h KiFERH
B, RET-70CHKEF.
12 HREQRIER

30% I Th 2R UK B3 75 Smin, N A\ RNA E§#1 DNA
B, UKL 1h, IMNEERIRE . BRIK. CHAPS.
K DTTE B RE. BilR. CHAPS. & DTT K
B MIEE] 7 mol/L. 2mol/L. 4%. &K 40mmol/L.
HERATDEMIS, 40000g =L 1h, BUEHEHRE
F-70°CHKFEF.
13 HWiRER4gL. €8

{#F Amersham Biosciences X i) B8, vk & 5 R4l
R E RS H PR To. 8 Amersham K
2-D Quant Kit 2R i BT E E. ‘
14 SE—tHEHEpH HEZFHRRBLE

43 RIBUE B ARG F0 R B S HIV f15E HE
BEEMBESMERTESREEWA 100pg(R )
. Img(F D HR S ), {4 Amersham Pharmacia
Biotech 2 7] 153 B R £ 15 & [PGphor, 4% pH {HTE
Bk 4-7, 18cm, KRB AHFK %, FERAnEk®E
3£350uL. HA &R DTT % 20mmol/ L, IPG
buffer 2 0.5%. FHELELMLMEL.

& 1 IPGphor IEF ARG ASKRENFHRESH
Table 1 IEF parameters of immobiline drystrip in IPGphor

IEF system
Step Voltage(V)  Step duration(h)  Volt-hours(Vh)  Gradient type
Rehydration 0 6 0 Step-n-hold
Rehydration 30 6 180 Step-n-hold
1 500 1 500 Step-n-hold
2 1000 1 1000 Step-n-hold
4 8000 8 64000 Step-n-hold

1.5 S #R%EH SDS-PAGE Hjk

BEBERERER IPG K4 Amersham Phar-
macia Biotech 24 R HRALH 7 = F 4 f5 , 1§ F Bio-Rad
Protean II Xi B FE#K {3 4T B9k . PAGE EA/INA
18cm X 18cm, HLIKZEMHA Tris-Glycine- SDS £ %i.
£ 14C~15CHf, LIF—fB4 10mA fE¥R 15min,
FHInKEEIE 35mA 1572 R M AT 2 REK
Tgh k. BRERBRPEENE LR ERE T AR
. '

1.6 BRXEMSHT

{¥F ImageScanner (X F1 ImageMaster 2D
Elite3.1 XX ja] B 3K EBE B 1503 1 341 %ot XL i) ey, ok P&
BT
1.7 EREERSARIFIEEY]

PLE R DA R R AR, RINEEE
A KEEDHZELAN 2D R EMHEE
RUEARMEA, HIIFERAREI%EY RS
FRETHREY, HEOCATERE. T8, &K
BEHALIRE. FUKE TR, HEU.

1.8 RREBESUEIMRBIBERRLERE

W JEHE B R SRR E P T PMF 2 /F
BERARFHEL. 4 TREEKKIELOEREN R
E—SSMARY, EREETIREXLSH
FLECHI R B R, ELEEM ERIE B RBIEER R
J¥4 : ExPASy Molecular Biology Server 534t f]
Peptident(http://www.expasy.ch/tools/peptident.html),
UCSF Mass Spectrometry Facility M2 4L f] MS-
Fit (http://prospector.ucsf.edu/htmlucsf3.0/msfit.htm).
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eI G A B X ) e vk B LA 1. @i Image Master
2D Elite 3.10 X ja} Bk B A3k 4, FERIL
WNMEREAR. BBEANERE R, BEHIVE
TRRERHE 124, LARERE 28 1. Ry
R (RAH) SHDREEREER .
22 RIBEELER

EREARST %L E, 40 MEA T ALK
W 29 A, MERA 72.5%. EREAFRARNKER
FRIE 2. PR TEARKNSHS. T8
% REFHIE. HP MT4-1 £ MT4-12 h kg
HIV ERETRANES, TEAERBNEARLRE
H (WdReR C. BREEEAS). siEaMx
TH (WHEES. IshE&EBE%). RMEEAES.


http://www.cqvip.com

pooo http://www.oqvip.conill

A bk HIV RS S B MT4 HI R (ke R AT R 437

MT4-13 F MT4-40 43 HIV [5305 FIBMER,
FEAFEMIRAMAED (e, TshkH

4. MRRE (R AWM. | 1 5.
Gty CRERE AR REEEA.

B 1 AT HIV 2 MT4 8 s bk B OE T 400 s &)

Fig. 1

2-D gel map of proteins from normal and HIV infected MT4 cells

A, The map of normal MT4 cells; B, The map of HIV infected MT4 cells. The amplified result was showed in the comer,

A2 IR RAR R M R N R A

Table 2 Differential protein spots identified preliminarily by peptide mass fingerprinting
1D PM Pl MW SCI%) S Protein Nume
MT4-1 14433 4.75 496411 41 126 Beta S-tubulin[Homo sapiens|
MT4-2 20034 6.0 57452 52 207 ubunit 2 (beta): chaperonin containing t-complex polypeptide L. beta subunit
[Homo sapiens]|
MT4-3 1022 524 32080 38 102 heta-actin
MT4-4 Q28 531 22204 K2 114 hypothetical protein [Homo sapiens]
MT4-5 /30 b T 29786 31 36 prohibitin [Homo sapiens]
MT4-6 B0 5.65 25862 40 6l gamma-actin
MT4-8 20 4,82 117060 72 63 Thioredoxin {Reduced Form)
MT4-9 9/37 6.30 167532 52 79 Cytochrome ¢ oxidase subunit Vi precursor [Homoe sapiens)
MT4-10 9/30 4,82 11700 82 103 Thioredoxin (Reduced Form)
MT4-11 49 B.69 30106 29 53 FLJ00374 protein [Homo sapiens]
MT4-12 12043 M 14575 81 s beta galactoside soluble lectin
MT4-13 17/28 5.37 TA69:4 i3 154 Chain A. Crystal Structure Of Phosphorylation-Mimicking Mutant T356d Of
Annexin V1
MT4-14 3554 5.20 70245 fll 269 bAI39H 4.1 ilymphocyte cytosolic protein | (L-plastin}) [Homo sapiens]
MT4-15 EITAT 5.20 0245 57 200 L-plastin: Lymphocyte cytosolic protein-1 (plasmin): plastin 2 [Homo
saplens]
MT4-16 2857 13 (6367 56 208 Similar to lamin BI [Homo sapiens]
MT4-24 9/23 5.39 47430 25 64 BAF53a isoform |2 BAF complex 53 kDa subunit; BRG |-associated Factor:
actin-related protein: hArpN beta [Home sapiens]
MT4-25 4i28 5.19 9830 42 53 PMSILI6 [Homo sapiens]
MT4-26 721 31 36362 26 62 actin beta
MT4-27 15/48 56l 47327 44 117 ARP3 actin-related protein 3 homolog
MT4-28 12117 597 57411 35 123 chaperonin subunit 2 (hetad [Mus muoscolus]
MT4-29 48 544 257230 4 a7 hypothetical protein [Homo sapiens |
MT4-30 1732 12.62 19660 12 92 unnamed protein product [Homo sapiens]
MT4-32 7 .36 35103 28 74 protein phosphatase [ alpha subunit (PPP1A) (EC 3.1.3.16)
MT4-33 8/34 9.50 37543 40 52 casein kinase 1, alpha 1; casein kinuse I-alpha [Mus musculus]
MT4-34 434 5.36 9327 50 48 immunoglobulin heavy chain variable region |[Homa sapiens)
MT4-35 420 10.28 9404 72 57 PRO204%9 [Homo sapiens]
MT4-37 T30 4.90 1096 b 43 hypothetical protein FLJ 14464 [Homo sapiens]
MT4-38 613 3,94 22332 34 fil hypothetical protein MGC 15429 [Homo sapiens)
MT4-40 Si16 482 11714 72 ] Human Thioredoxin Mutant With Cys 73 Replaced By Ser (Reduced Form)

1B: Spot Identification: PM: Peptide Matched: PE: theorical isoelectric point; MW: theorical Molecular Weight: SC: Sequence covered: S: Score; PN: Protein

Name.



http://www.cqvip.com

438 h H B E ¥

O OO0 http://www.cqvip.di

$£19%

3 itk

i kR A B A RAM AN —THEEHAR,
YA T AWM ERAHED &N RN
REEEENFEZ —. BEFLED, & HIV &
REmmkEPERRIAFEREL. Eit, aTLHER
HIV B ERA R HREEERD, RN
MY FRAEEEEOMATRER. BARERLEM
BURHES, TRRMEATKEFNERD, HEF
EERIFEEEE, EERERAFHEREARA
Aggm®, ML ESLR, BINENBKEIELY
EREHRY, AR ARthEReS+EEER
H, Mmsgm PR EREEHMEN TREX
M VK RS R R A EER .

AT RES LR HAR LR T HIV
HRBREERES, L S0% 4 ML B AE R
M, EEREEBENTAEMRBLT HE, BT
TR, W LMREFHE & BR 40 MR G 5 )5 0 E
B2 LRERTURHMARERE HIV 5, A
REEARAZN. @5, TTURIKFHERA
MRS REZIHHEORTBUTILE: (RER
BHAEXEA: (D) WshEaMAXED: (=) B
(W) SEMHEREA: (B BEEA. Y HIV
B Mg, i, RREZFZ TEHARET
Ak, "ARNMAEZ T EMAR HIV 578 E4RHAHEL
YER, WTi#7s HIV BIBURNLE .. ERERMER
BRARE, SEHRSTHRBERN (M
KEBEM, BEFFRND X HRERNAGE
FAEMMEPERY, BiE 5 Akihide Ryo ZAP

(% TR ERIAEOFFHE, TUURRE HIV &
‘et EEEFOSLEREETEORA
BIAEAL. LR PR T AR R A A R ) R B
F B G RA MBS, (8T A2 5 b 4 Mg HIV
& E RTINS E G FRACFR LIS
REFB. EaRENERDEOPITE, NiZk
5 AT M R BB AOBOR AL (B, R
OB EEBEE SR . 40 4 B A AR & T 1)
ik, BETREAEAE HIV BRRE0R 0
. AT AR

B2, W1k B pcH R T LA R B HIV 5T
R, HBIFEE N HITE BB AN EEH
RAHEEMRRME.
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