O O00 http://www.co/il

19 (5): 514-516
October 2004

hOE & ¥
VIROLOGICA SINICA

F19% 51
2004 £ 10 R

%Efﬂﬁ‘%?ﬁ’:ﬂ?ﬂ&? HERA BB PR B M AT IE 47
i KEZL OH R BEAL REEL H#E

(1. FEURM A RAUESSYERLIT S ESFRERE LHER 210095 2. WARWKFERBEFRE LT KM 10161)

Quick Detection for Porcine Reproductive and Respiratory Syndrome Virus and
Classical Swine Fever Virus Mixed Infection and

Regional Epidemiology Analysis
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(1.Key Laboratory of Animal Disease diagnosis and Immunology, Ministry of Agriculture at Nanjing Agricultural University, Nanjing
210095, China; 2.Department of Veterinary Medicine, Shenyang Agricultural Universiry, Shenyang 110161,China )

Abstract: Using a pair of specific primers designed according to the relevant nucleotide sequence of
Porcine Reproductive and Respiratory Syndrome Virus(PRRSV)VL2332 strain, Lv strain and Classical
Swine Fever Virus(CSFV) C strain from GenBank, RT-PCR method was established to detect these two
viruses at the same time. With this method, 87 tissue samples of 24 pig farms from Jiangsu, Shanghai
and Fujian were tested. Among these samples 75 were PRRS positive, 56 were CSF positive, 53 were
both PRRS and CSF positive, which amounts to 60.9 percent of all samples. Combined with regional
epidemiology analysis, We concluded that samples from Fujian mainly mixed infected with PRRSV and
CSFV, but samples from Jiansu simply infected with PRRSV.
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Table 1 Analysis of regional epidemology

PRRSV CSFVV__ PRRSV/CSFV Total

Fujian(iE k) 3 2 a5 50
Jiangshu(YL77) 17 3 5 25
Shanghai( F#) 6 3 3 12

R RPZER A BEK 53 kb, BER
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BRI N 8% PRRSV FH .CSFV FH A4 206
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BHRiE.

B0

[1]  DesRosiers R. Diagnosis and control of swine respiratory diseases(J].
Proc Am Assoc Swine Pract[C]. 1997,333-344.

[2] Harding JC S. Clark E G. Recognizing and diagnosing Post-Weaning
Multisystemic Wasting Syndrome (PMWS) [J]. Swine Health and
Production. 1997, 5(5): 201-203.

[3] Dea S, Bilodean R, Sauvageau R, et al. Antigenic variant of swine
influenza virus causing proliferative and necrotizing pneumonia in
pigs [J]. J Vet Diagn Invest, 1992, 4:380-392.

[4] Rekik MR, AroraD J S, Dea S. Genetic variation in swine influenza
vires A isolate associated with proliferative and necrotizing
pneumonia in pigs [J]. J Clin Microbiol, 1994, 32(2): 515-518.

(5] B &\, ARE FWHRBEM] B, R B EEGE,
1997.



http://www.cqvip.com

