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Expression of the Domain Gene of Porcine Parvovirus VP2 with the Eukaryotic

Vector pIREShyg*
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Abstract: Using a pair of specific primers designed according to the relevant nucleotide sequences from

GenBank, the main antigen domain for VP2 gene of Porcine parvovirus was ampilified with PCR

method using the genomic DNA as template. The PCR product was cloned into the expression vector

pIREShyg to get a recombinant eukaryotic expression plasmid pIREShyg-VP2, which was then

transfected into the CHO-K1 cells. The expressed product was detected by IFA after the positive cell

clone was selected with hygromycin. The result revealed that the main antigen domain for VP2 gene of

porcine parvovirus was stably expressed in CHO-K1 cells.
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Fig.2 Expression of PPV VP2 by immunofluorescence (3 100)
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