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Analysis of Molecular Characteristics of Goose Parvovirus Strain HG5/ 82

KON G Xiarrgang' " ,L | Gui-xia'?, L U Sheng-wang' , RAN Duo-liang’®
(1. National L aboratory of Veterinary Biotechnology, Instituteof Harbin Veterinary Medicine, CAAS, Haerbin, Heilongjiang
150001 China;2. College of Veterinary Medicine, Xinjiang Agriculture University, Urumchi, Xinjiang 830052 China)

Absgtract : Non-structural and structural genes of Goose parvovirus (GPV) HG5/ 82 strain were
amplified using polymerase chain reaction (PCR) method and cloned into the pMD18- T vector ,
resgpectively. The two fragments were sequenced and analyzed with reference GPV strains and
Muscovy duck parvovirus(MDPV) strains. The results showed that the GPV ns gene is 1884bp
and encoding 627 amino acids. The vp gene of H G5/ 82 strainis 2199bp and encoding 732 amino
acids. Theidentity of partial V P3 genes between H G5/ 82 and MDPV is higher than that between
GPV and other members of Parvovirinae. These results were also proved by the analysis of the
V P3 gene. The high identity between GPV HG5/82 and MDPV indicated that they would be de-
rived from the same ancestor.
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1 GenBank
Table 1 Reference strains and GenBank accesson No
Strains GenBank accesson no. Oridin virus
B U25749 or NC 001701 Hungary GpPVv?2
FM U22967 Hungary MDPV?
80334/ France 768272 France MDPV
GPV-YG AF416726 China GPV
H1 China GPV
SY Gogs China GPV
H G5/ 82 A 'Y506546/ A Y506547 China GPV
99-1222 AF166107 Chinese Tawan GPV
99-1218 A F166106 Chinese Tawan GPV
92-217 AF166105 Chinese Tawan GPV
83-24 AF166104 Chinese Tawan GPV
82-322 AF166103 Chinese Tawan GPV
82-38 AF166102 Chinese Tawan  GPV

a:GPV = Goose parvovirus;b:MDPV = Muscovy duck parvovirus
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, 14 FM , HGb/ 82
65 , N S1 GPV-YG , B
;vpl , H G5/ 82 vp3 142nt  681nt GPV
GPV-YG vpl ,
GPV-YG , 93.3% 99.8% ,
GPV-B 97.8% 99.4%
140 , 32 ,H G5/ 82
28 , vpl , GPV
24-50 521-580 FM GPV MDPV , 4 5
102 , VP2 VP3 1 2
146-198 2 3 4 HG&/82 vp3
2 HGH/ 82 ns Table4 Homology analysisof HG5/ 82 V P3 gene
Table2 Homology analysis of NSL gene EM ?:9384/ HGB/82 H1 Gs\é' SYGws B
rance
FM HGo/ 82 GPV-YG B Amino adid identity ( %)
Amino acid identity ( %) FM *** 994 89.5 90.3 89.3 88.2 90.4
FM 89.6 89.6 90.6 France 99.7 *** 90.1 90.8 89.9 88.8 91.0
HGo/ 82 81.2 99.7 97.9 HG5/82 80.2 80.4 *** 96.4 99.8 97.0 97.0
GPV-YG 81.1 99.8 97.9 H1 81.2 81.4 93.2 *** 06.3 955 98.3
B 82.9 94.3 94.3 *rx GPV-YG 80.1 80.3 99.9 93.2 *** 06.8 96.8
Nucleotide identity ( %) SYGws  78.2 78.4 92.2 92.1 92.2 *** 096.4
B 81.9 82.1 93.8 98.5 93.8 92,9 k%=
3 HG&/82 vp Nucleotide identity ( %)
Table 3 Homology anaysisof vpl gene
EM H G5/ 82 GPV-YG B
) . HG5/32
Amino acid identity ( %) GPV-YG
FM ok k 81.2 81.1 82.9 SYG99.5
H G5/ 82 79.8 ok w 99.8 94.3 1
GPV-YG 79.7 99.9 ok k 94.3 : '—:B
B 81.5 93.6 93.7 *wk  —FM
Nucleotide identity ( %) L _59384/France
1 HGH/82 vp3
2.3 VP3 Fg.1 Phylogenetic tree anayss of VP3 gene between
H G5/ 82 vp3 H G5/ 82 and reference strains
5 HG/ 82 vp3
Table5 Homology analysis of partial V P3 gene
1 2 3 4 5 6 7 8 9 10 11 12 13
Amino acid identity ( %)
1 ok 98.9 92.7 93.3 92,2 91.6 93.3 93.3 93.3 93.3 93.3 92.2 92.7
2 99.6 * % 93.9 94.4 93.3 92,7 94.4 944 9.4 94.4 94.4 93.3 93.9
3 83.1 83.4 * k% 99.4 99.4 97.8 99.4 99.4 99.4 99.4 99.4 98.3 98.9
4 84.2 84.5 94.4 * k% 98.9 98.3 100.0 100.0 100.0 100.0 100.0 98.9 99.4
5 82.8 83.2 99.8 94.6 *oxox 98.3 98.9 98.9 98.9 98.9 98.9 97.8 99.4
6 83.4 83.8 96.3 97.0 96.5 * k% 98.3 98.3 98.3 98.3 98.3 97.2 98.9
7 83.6 84.0 959 963 957 98.1 *** 100.0 100.0 100.0 100.0 98.9 99.4
8 83.6 84.0 959 96.3 957 98.1 100.0 *%% 100.0 100.0 100.0 98.9 99.4
9 845 84.9 93.3 97.2 93.5 957 953 953 ok 100.0 100.0 98.9 99.4
10 84.9 853 935 97.8 93.7 96.3 96.3 96.3 99.1 ok 100.0 98.9 99.4
11 83.8 84.1 957 9.1 955 98.0 99.8 99.8 95.2 96.1 ok 98.9 99.4
12 83.4 83.8 95.3 95.7 95.1 97.6 99.4 99.4 94.8 95.7 99.6 * k% 98.3
13 84.7 85.1 95.0 99.1 95.1 97.6 96.8 96.8 97.8 98.3 96.6 96.3 il

Nucleotide identity ( %)

Strains:1,FM ;2 ,France;3,HG5/82;4 ,H1;5,GPV-YG;6,SY(99-5;7,82-38,;8 ,82-322;9,83-24;10,92-217;11 ,99-1218 ;12 ,99-1222 ;13 , B
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