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Canine Coronavirus Detection in Fecesfrom Diarrhea and Healthy

Dogs by Nested- PCR

WANG Yuyan , LU Chengping”” , WEN Ha'~’
(1. KeyLabof Animal disease Diagnostic and | mmunology Ministry of Agriculture, Nanjing Agric Univ, Nanjing 210095,
China; 2. Nanjing Police Dogs Research Institute, Nanjing 210012, China)

Abgract : 112 faecal samples of dogs collected from August 2003 January 2004 were tested for
the presence of Canine coronavirus (CCV) using a nested- PCR with conserved primersfor the M
gene. 18 out of 43 diarrhea feces from dogs housed singly of Nanjing city were CCV postively,
and the CCV detectable rate were postively correlated with seasons, it was higher in winter than
that of in summer and autumn. 58 out of 69 fecesfrom heathy dogs trained in groups were pos-
tive for CCV , and the postive ratio of samplesof dog schoolsfrom Shenyang (34/ 39) was higher
than that of from Nanjing(24/ 30) . Sequence analysisof 4 CCV M genefragments, two from pos
itive diarrhea samples of Nanjing and two from heathy samples of Shenyang, showed the presence
of the CCVswith high smilarity (94.8% 96.7 %) to the CCV of giant pandafrom Chinain the
GenBank. All the CCV s detected in this survey were type  confirmed by a PCR gene typing.
Key words:Canine coronavirus; type  CCV ; nested PCR.
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1 ACCV 171 PCR
Fig.1 Nested PCR of CCV 1-71
1,Products of thefirs PCR; 2, Productsof the ssoond PCR;3 ,Marker.

212bp

2 PCR
Fg.2 The seoond products of the nested PCR for some sanples.
1,Marker;2,CCV 1-71;3 6, Tested feces.

1 ccv
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’ Total 43 18 41.9
80.09%(24/ 25) ; 87.2 %(34/ 39) Sampling time
2003.7 2003.11 21 6 28.5
, ccv 2003.12 2004.1 22 12 54.5
(P<0.05) ( 2) Total 43 18 41.9
2 Ccv
Tab.2 The presence of CCV infecesof diarrhea and heath dogs
Groups Area Sampling time Age(month) Samples  Podtive amples ( %) Sate
| Nanjing 2003.7 2004.1 2 9 43 18(41.9)
Nanjing 2003.12 2004.1 30 24(80.0) Diarrhea/ housed
Shengyang 2003.12 2004.1 13 11(82.3) Health/ grouped
26 23(88.5) Health/ grouped
Total 112 76(68. 76)
2.2 CCV (
PCR CCV2 CCVia CCV1-71 CCV NJ17 CCVv 24 Gen-
, , | ccv Bank , A Y702646 A Y704917
2.3 A Y702644)
4 PCR 3
GenBank CCcv ,
) CCv DNA star CCcv Ten
, CCV NJ14 CCV NJ17 nant ) CCcv
CCV SY1 CCV SY24 ccv Gen- 76% 100% U Pratelli :
Bank | ccv 42.8 %™
) ,CCV
CCV (A Y436635) . 94.8 96.7% 55. 4 9%/ cev
. TGEV (AJ271965) (93. 9 , (1994) ™1 ELISA
95.8 %) FCV UCD1(79.7 83.5%) FCVv ccv ,
76-1683(78.3 82.1) ( 3.,4) , Cccv , ccv
ccv M , S

© 1995-2006 Tsinghua Tongfang Optical Disc Co., Ltd. All rights reserved.



44

20

Pencentldentity

| TGEV
lccvniia
lcevniT
|cevsyl
|cevsyas
leevi-1i
[{Panda CCV
| ccvBGFI10

Divergence

|ccvva

|FCVUCD-1
|ECV79-1683

3 CCv M

Fig.3 Nucleotide identity and divergence of CCV M gene

(212bp) from dog feces with some known group
coronaviruses
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Fig.4 Phylogenetic tree of partial CCV M gene nucleotide
sequence (212bp) from Nanjing and Shenyang feces.
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