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Identif ication of a Low Molecular Weight Component of Wheat

Yellow Mosaic Virus RNA1 in Infected Wheat
YANGJun' , ZHAN G Wei-hua' , SHAN G Qiao-xia’ , ZHA| Yafeng',

HAN Cheng-gui*?*"" , LI Dawe', YU Jialin'
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Beijing 100094, China)

Abstract : Repeated passage of several fungustransmitted plant viruses can lead to sequence dele-
tioninther hosts. In thispaper, Northern blotting analysis revealed that alow molecular weight
component of Wheat yellow mosaic virus(WYMV) RNA1 was detected after the twelfth passage
of mechanical inoculation in wheat plants associated with exacerbate symptoms displayed and ex-
ist stably in the inoculated plants to the 26th passage in the experiment. However these low mo-
lecular weight RNA s could not be detected in the particles purified from the same infected sam-
ples, suggesting that they could not encapsdated in infected wheat. Sequence analyss showed
that a contiguous segment of 2380 nucleotides(nt68 to nt2448) was internally deleted from the
WYMV RNA1 and flanked by direct repeats of sx nucleotides CGTCTC, which supports the
copy choice” model as the possble mechanism of the generation of this low molecular weight
component of WYMV RNA1.
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Fig.2 RT-PCR detectionof WYMV RNA1

1A DNA/ EcoRl+ Hind ;2, P21, thetwenty-first passage of me-
chanica inoculation;3, P20, the twentieth passage of mechanical in-
oculation; 4, Infected wheat collected from field; 5, RNA1 full-
length invitro transcripts; * Note: used primers are W Y42 + W Y65
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3 WYMV LMW-RNA1 Northern blot
Fg.3 Detection of WYMV LMW-RNAL1 during repeated
passage inoculation by Northern blot

1,P25; 2, P23; 3, headthy wheat ; 4, PO; 5, P21; 6, Transcript of
WYMV-RNAL; 7, P12.
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