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Detection o Swine Influenza Virus in dinical Samples Using RT-nesed PCR Assaay
QI Xian' LU Chengping""" ,WANG Gui-ping’ ,SON G Changxun’
(1. Key laboratory of Animal Disease Diagnostic and Immunology, Ministry of agriculture, Nanjing Agricultural University, Nanjing
210095; China; 2. Veterinary Medicine Institute, Guangdong Agricultural Academy of Science, Guangzhou 510640 Ching)

Abgract : Using two pairs of primer based on conserved sequences of the NP gene of influenza A
virus, a RT-nested PCR assay was developed to detect Swine influenza virusin clinical samples.
No cross reactions with three other swine pathogensof respiratory disease such as Porcine respir-
atory and reproductive syndrome virus, Porcinecircovirus type 2 and M ycoplasma sui pneumoni-
ae. With agarose electrophoress detection, the RT-nested PCR was 100 times more senstive
compared to that of non-nested RT-PCR. 35 clinical samples including 4 blood samples and 31
lung tissues from Southern China were tested by RT-nested PCR, and 28 (80 %) out of 35 sample
were positive. By propagated in 9-to 10-day-old SPF embryonated chicken eggs, 23 strains of
Swine influenza virus were islated from 28 positive samples. The result of RT-nested PCR was
82 % in agreement with that of virusisolation, and the RT-nested PCR were more senstive than
the virusisolation. No Swineinf luenza virus wasisolated from the all RT-nested PCR negative
samples. On the basis of characterization of HA gene sequences, 5 out of 23 strains had H3 and
H9 subtypes. It suggested that the RT-nested PCR assay was rapid ,specific and sendtive, and it
was is advantageous to detect influenza virusin latent infections.
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