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Abstract : 3 samples of Duck hepatitis B virus (DHBV) positive serum from Guangdong brown
ducks were chosen to be experimental samples. One pair of primers named Q1 and Q2 were de-
sgned to amplify the DHBV complete genome. Following the DHBV complete genomesfrom the
3 DHBYV positive serum samples were amplified and cloned , these DHBV complete genomes were
sequenced and then analyzed through related software and related molecular biology methods.
The results showed that all the 5 complete genomesfrom Guangdong brown ducks were 3027 nu-
cleotides long. After submitting to the GenBank, the accesson Number were attained as:
A'Y433937, AY521226, AY521227 (from DHBV postive serum Number 1.) ; AY392760,
A Y536371(from DHBV positive serum Number 2 and 3 respectively) . One single nucleotide mu-
tation wasoccurred in the Pre§ SORF of A Y521227. A new ORF wasfound in the upper reaches
of PreC/ C ORF and named as HORF temporarily. The HORF also existsin the other 8 DHBV
complete genomesfrom Genbank. Phylogenetic analyze indicated that the diff erentiation degree of
the DHBV complete sequencesfrom Guangdong brown ducks were highest in al the DHBV comr
plete sequences exist in the Genbank presently. The success ul clone and analysisof DHBV conr
plete genome from Guangdong brown ducks provide further studies with helpful information.
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