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Abdract : The objective of this study was to identify and anayze genotype distribution and genetic varia
tion of Hepatitis E virus (HEV) islated in Nanjing, China. RT-nPCR based on universa primers for
multiple HEV genotypes was used to detect HEV RNA in 40 samples collected from patients with acute
gooradic hepatitis E. PCR products were sequenced and anayzed with the LASERGENE and PH YL IP
softwares. Fourteen out of the 40 samples were postive for RT-nPCR. The postive rate was 35 %. All
of the fourteen isnlates were clustered into HEV genotype IV and were separated into two different sub-
genotypes. The nudeotide sequences of the HEV isolates of genotype IV presented higher variahility
when compared with the sequences of the Chinessisolatesof HEV genotype |. Moreover , a new subtype
of HEV genotype IV was discovered in this study.
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Table 1 Comparison of nucleotide homology and genetic distance of 16 Chinese isolates of HEV genotype
Nucl eotide homology ( %)
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16
1 - 96.0 95.4 94.3 93.7 98.3 93.1 93.1 92.6 92.0 94.3 93.7 85.1 92.6 88.0 86.9 NJ2
2 0.041 - 94.9 96.0 94.3 95.4 93.7 91.4 94.3 93.7 94.9 94.3 85.7 91.4 89.7 89.1 NJ4
3 0.047 0.054 - 94.3 94.9 94.9 94.3 92.0 92.6 90.9 95.4 94.3 85.1 92.0 88.0 88.6 NJ7
4 0.060 0.041 0.060 - 94.9 93.7 96.6 93.1 94.9 92.0 96.6 93.1 88.6 91.4 86.9 86.3 NJ10
5 0.066 0.060 0.054 0.054 - 93.1 94.9 93.1 93.1 93.7 97.1 92.6 88.6 90.3 87.4 89.1 NJ12
6 0.017 0.047 0.054 0.066 0.072 - 93.7 94.9 92.0 91.4 94.9 94.3 85.7 93.1 87.4 87.4 NJ14
Genetic 7 0.078 0.066 0.060 0.034 0.054 0.066 - 93.1 91.4 90.0 95.4 93.1 88.0 91.4 88.9 87.4 NJ15
8 0.078 0.094 0.085 0.078 0.072 0.054 0.078 - 91.4 90.3 94.9 94.3 89.1 92.6 85.1 87.4 NJ20
distance 9 0.078 0.060 0.079 0.054 0.072 0.085 0.093 0.093 - 91.4 93.7 92.6 88.6 89.1 86.3 85.7 NJ23
10 0.085 0.066 0.099 0.085 0.066 0.092 0.103 0.106 0.092 - 93.1 90.3 88.0 88.0 89.7 89.7 NJ25
11 0.060 0.054 0.046 0.034 0.023 0.054 0.046 0.054 0.066 0.072 - 93.1 89.7 90.9 88.0 88.6 NJ27
12 0.066 0.060 0.060 0.072 0.080 0.060 0.072 0.060 0.080 0.099 0.072 - 86.3 92.6 86.3 88.6 NJ32
13 0.169 0.159 0.169 0.127 0.153 0.159 0.138 0.119 0.127 0.138 0.113 0.152 - 82.3 83.4 86.9 NJ35
14 0.079 0.092 0.085 0.092 0.111 0.085 0.092 0.079 0.113 0.117 0.097 0.079 0.229 -  86.3 82.9 NJ37
15 0.133 0.112 0.133 0.148 0.141 0.140 0.148 0.171 0.154 0.113 0.133 0.154 0.195 0.145 - 85.7 CT1
16 0.149 0.120 0.127 0.156 0.120 0.141 0.141 0.141 0.163 0.113 0.127 0.126 0.148 0.192 0.163 - Ch
Note: G T1: China T1(AJ272108) , Ch: Changchun(AB108537)
, HE HEV RNA -HEV
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