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Abstract: The etiology of respiratory tract infection (RTI) pathogens, e. g. Human respiratory
syncytial virus A and B (RSVA, RSVB), Severe acute respiratory syndrome coronavirus
(SARS-Cov), Influenza A virus and Influenza B virus (INFa, INFb), Influenza A virPara-
influenza virus 1 and 3 (PIV1,PIV3), M. pneumoniae (MPN) and C. pneumoniae (CPN),
were investigated using Multi-Analyte Suspension Array (MASA) technology. Samples were col-
lected from throat swabs of 140 children symptomatic of typical respiratory tract infection. Nine-
ty-five samples (67. 85%) were positive for at least one of the above pathogens. The infection
rate was 35.71% for RSVB, 4.29% for PIV3, 28.57% for INFa, 2.14% for INFb, 3.57% for
MPN and 17. 86% for CPN. The ratio of mixed infection was }7. 14%. RSVA PIV1,SARS were
not detected. The infection rate of RSVB in children younger than 3 years was higher than that
for children older than 3'ylears, while, IFNa in children younger than 3 years was lower than that
of children older than 3 years. The rate of INFa infection'in the upper respiratory tract (URT)
was higher than that in the lower respiratory tract (LRT). The opposite was found for infection
with RSVB infection. We conclude that RSVB,INFa and CPN are the main pathogens that cause
the RTI in children in Wuhan. Furthermore, RSVB appears to be the main pathogen that causes
the RTI in younger children and LRTI in children.
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Table 1 Positive rate of each pathogen

Number of positive Number of total Positive rate of

Pathogens samples samples each pathogen

(cases) (cases) (%)

RSVB 50 140 35.71
PIV3 6 140 4,29
INFa 40 140 28,57
INFb 3 140 2.14
MPN 5 140 3. 57
CPN 25 140 17. 86
Mixed infection 24 140 17. 14

RSVB: Human respiratory syncytial virus B; PIV3. Parainfluenza
virus'l and 35 INFa: Influenza A virus; INFb. Influenxa B virus;
MPN: M. preumoniae; CPN: C. pneumoniae
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Table 2 Positive rate of pathogens in each age group[ n (%) ]
Pathogens <1 years 1~3 years  3~6 years 6~14 years
RSVB 14(43.75)  20(46.51) 11(27. 50) 5(20.00)
PIV3 2(6.25) 1(2.33) 2(5.00) 1(4.00)

INFa 7(21.88) 9(20, 93) 14(35.00) 10(40. 00
INFb 0€0.00) 2(4.65) 1¢2. 50) 0(0. 00)
MPN 1(3.13) 00. 00) 3(7.50) 1(4. 00)
CPN 5(15.63) 6(13.95) 7C17.50) 7(28.00)
Mixed infection 4(12,50) ‘5(11.63) 9(22.50) 6(24. 00)

RSVB: Human Respiratory syncytial virus B;PIV3: Parain fluen-
za virus | and 3;INFa: Influenza A virus;INFb: Influenxra B vi-
rus ; MPN: M. pneumoniae; CPN.: C. pneumoniae
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Table 3 Comparison of positive rates of three major patho-
gens in URTI and LRTI

Pathogens URTI LRTI X2 P
n (%) n (%)
RSVB 16(26.67)  34(44.74) 4.709 0.030
INFa 27(45.00) 12(15. 79 13.988 < 0.001
CPN 14¢23.33)  11(14.47 1.754 0. 185

RSVB: Human Respiratory syncytial virus B; INFa: Influenza A

virus ;CPN; C. pneumoniae
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