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CK/HB/1/02 in China
- WANG Chuan-bin, TIAN Ke-gong, WANG Hong-wei, SUN Ming, YU Xiu-iing,
JIN Ping, CHEN Xi-zhao

(National Veterinary Diagnostic Center , Ministiry of Agricilture . Beijing 100994 . China)

Abstract; A viruz isoiate from domes:tic chicken aggluidnated chicken erythrocytes and was found
as globular envaloped vition of 90ntn~ 100nm diameters under TEM, The isolate was identified
as H; N, Avian influenza virus(AIV) by HI and NI assays and designated as A/Chicken/Hebei/1/
2002(H;N; ,or briefly as CK/HB/1/02. After inoculating to SPF chicken, the virus was recov-
ered from cloacal swabs and the antibody to H7 was detected at 7 days post-infection (DPI). The
IVPI was 0. 00 and postmortem examination showed hemorrhages in several tissues and organs in-
dicating that the virus was LPAIV. HA gene of the isolate exhibited 99. 4% nucleotide sequence
identity to A/Afri, Star. /Eng-Q/79(H;N,) virus, 96. 8% ~98. 2% to H;N, virus isolated from
Ttaly and Israel, and only about 81. 0% to American H;N, Strain. The amino acid at the cleavage
site of HA is -KGR-GLF-, which implies the isolate should be of low pathogenicity.
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Table 1 HI titers of the isolates (in log2)

Standard serum

Antigen detected

NDV Hs Hy Hy

<1 10 3 2

<1 5 9 1

Hy <1 2 1 9
NDV X < <1 <1
Isolate <1 1 8 1
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Table 2 NI titers of the isolates

Standard serum

Antigen detected

HiN, H:N,  H;N; SPF B
Isolate <2 640 <2 <2
A/CK/HN/1/98(HgN;) <2 320 <2 <2

B 1 #F45r &8 A/Chicken/Hebei/1/2002 (H;N,) & &t
WA
Fig.1 Picture of A/Chicken/Hebei/1/2002 (H;N;) under
TEM
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Table 3 The observation results of CK/HB/1/02 AIV inoculated chicken

Days post-inoculation (DP1)

Clinical Symptom Score
1 2 3 4 5 6 7 8 9 10 Total

Normal 10 10 10 10 10 10 10 10 10 10 0 0

Sick 0 0 0 0 0 0 0 0 0 0 0x1 0

Seriously Sick 0 0 0 0 0 0 0 0 0 0 X2 0
Dead 0 0 0 0 0 -0 0 0 0 0 X3 0

Total / / / / / / / / / . / / 0
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B2 CK/HB/1/02 ATV B8 HI ks Ko
Fig.2 HI antibody titer of CK/HB/1/02 infected chicken

2.9 HAEHEFSIEREE

% BLAST 34 th 8, 7 BB HAL P 5
GenBank # A/ Afri, St. /Fng-2/¢83/79(H;N,) &%
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Table. 4 Homology rate comparison of HA gene of the AIV

isolate to other H; AIV strains

Identity to CK
GenBank 1D

Strains

/HB/1/02(%)
A/Afri. Star, /Eng-Q/938/79(H;N,) AF202232 99.4
A/turkey/Israel/Ramon/79(H; Ng) AF202235 98. 2
A/gull/Ttaly/692-2/93(H; Ny) AF202248 96.9
A/psittacine/Itely/1/91(H; N2 ) AF205242 96. 8
A/du-k/Hons Kong/ZQS/T& H;Ny)  1AU20461 92. 6
A/chicken/NY/14714-2/99( H Ny ) AY240921 81.7
A/chicken/NY,/3572/98(H: Ny) AY240917 8l. 1
A/chicken/PA/149092-1/02(H;N,)  AY240900 81.1
A/Chicken/NewYork/13142-5/94(H; N;> AF072384 80. 9
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CK/HB/1/02 301 :KQESLLLATGMKNVPE IPK-~—GR GLFGAIAGFIENGW 360

Egvpt /H,N,

301 :KQESLLLATGMKNVPEFSKKRRKR GLFGAIAGFIENGW 360

B3 HA REA AR

Fig. 3 Amino acid residues at cleave-site of HA
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