21 1 21 1 4751

2006 1 VIROLOGICASINICA January 2006
*
HaSNPV 9
12 1 1 1 1**
1.
430071 2. 100039

The Transcription Profiles of Nine HaSNPV Genes
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Abstract: The transcription profiles of nine selected HaSNPV genes, e.g. early phase genes, early and
late phase genes, late phase genes and very late phase genes were analyzed using reverse transcription
and real-time quantitative PCR. The results indicated that for most of these genes the transcriptional
start point was coincident with the prediction of their promoter. But the predicted early phase gene pkip
started to be transcribed at late phase, and the predicted early and late phase gene hal07 was only
transcribed at late phase. At 72hpi, the transcription level of these genes was generally the highest. The
transcription level of polyhedrin was obviously higher than the other genes. The iap2 was the second
highly transcribed gene, indicating that it might be functional. The HaSNPV p10, unlike its homologue
in ACMNPV, was not highly transcribed.
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Table 1 The basic characters of the promoters of nine HaSNPV genes
Gene Gene length (bp)  Promoter  TATA element CAGT element TAAG element Predicted gene function
dnapol 3063 E + + - DNA polymerase
pkip 510 E + - - Interact with protein kinase
iap3 807 E L + + + Inhibitor of host cells apoptosis
Fp25 654 E L + + Mediate the transition of BV to ODV formation
hal07 1374 E L + + Unknown
iap2 753 L + - + Inhibitor of apoptosis
ha66 2358 L - - + unknown
polh 738 VL - + Polyhedrin
P10 264 VL - + Correlate with cellular filament formation

E, E/L, L, VL indicated the early promoter, the early and late promoter, late promoter, very late promoter, respectively.
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Fig1l General gel analysis of transcription profile of nine HaSNPV genes

DNA Marker (M): DL2000. The health HzAm1 cells (Hc) were used as negative control. The PCR product length of nine HaSNPV genes were listed in Table 1.
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