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The Study on the Differentiation between the EIAV American prevalent

strain and Attenuated Vaccine strain

GENG Qing-hua WANG Xiao-lun ZHAO Li-ping LV Xiao-ling SHEN Rong-xian XIANG Wen-hua™
(Harbin Veterinary Research Institute of CAAS, Harbin 150001, China)

Abstract  In order to develop an assay to distinguish the infection of Equine infectious anemia virus
(EIAV) American strains from Donkey-leukocyte attenuated virus (DLV) strain, eight primers were
designed based on the comparison of complete sequences of four EIAV American strains and DLV.
Corresponding viral genome fragments were amplified and analyzed from donkey leucocytes by PCR
using these eight primers. Four primers from gag gene were selected to detect the differences between
EIAV American strains and DLV. Six horses were inoculated with DLV and two with EIAV American
strains, the Wyoming strain and the Argentina strain, respectively. Two fragments, 675bp and 400bp,
were amplified from DLV-infected cells, while only one segment of 675bp was obtained from cells
inoculated with American strains. Our results indicate that this nest multiplex PCR can be used to
distinguish EIAV American strains from the donkey leucocyte-attenuated vaccine strain of EIAV.
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DNA
Qiagen
1.2
Genbank
Argentina-EIAV

01:5'-CAGAACACAGGAGGACAGGTAAG-3'
cl:5-GCGCTCAAGAAGTTAGAGA-3
c2:5-TGCAAAAACAACATTTTCTAT-3'
af2:5’AGGCATCATTCCAGCTC3'
c3:5-CCTAATGAACCTTGCTGTCA-3'
d1:5-AACAATGTAGAAATGCTCCA-3
d2:5-GAGAAACAGCAAGGGACC-3'
d3:5-ATCTCGCCCCAAAATAGTAA-3'
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Fig.1 detection of cells infectied EIAV
1, water negative control; 2, healthy cell; 3, cell infected Dlv; 4, cells
infected Agen-EIAV; 5, cells infected Wyoming-EIAV; 6, DNA Marker
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Fig.2 detection of horse infectied EIAV
1, DNA Marker; 2, negative control; 3, healthy horse PBMC DNA,; 4/5, DIv
infected horse PBMC DNA; 6/7, Agen-EIAV infected horse PBMC DNA;
8/9, Wyoming-EIAV infected horse PBMC DNA
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