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Fig1 Schematic presentation of the RHDV-encoded proteins.

The so far determined processing sites are represented by vertical lines and the amino acids flanking the cleaved bond given in the one-letter code. Cleavage

sites identified in the present study by mutation analysis are marked by a box. The site at the aminoterminus of p18 that has not yet been determined is indicated
by (?). The bars below represent VP10 and the products resulting from processing of the ORF1-encoded polyprotein. The designation of proteins, which could
only be demonstrated in extracts of infected hepatocytes but not after in vitro translation or transient expression, are written in bold letters. Please note that

protein p5 represented by X””has not been demonstrated.
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