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Little information is available on the prevalence of drug-resistance mutations in patients harboring 
the human immunodeficiency virus type 1 (HIV-1) circulating recombinant form (CRF)07_BC 
variant in Sichuan, China. This study examined 375 plasma samples from patients with HIV-1 
who were infected with the CRF07_BC strain, including 104 drug-naive participants and 271 in 
whom antiretroviral therapy (ART) had failed. Only one participant in the drug-naive group had 
a drug-resistance mutation (M46L), compared with 31.73% of those in whom ART had failed. 
Further analysis showed that 19.56% of strains contained mutations conferring resistance to non-
nucleoside reverse transcriptase inhibitors (NNRTIs) alone, 0.74% were resistant to nucleoside 
reverse transcriptase inhibitors (NRTIs) alone, and 11.44% were dual-resistant to both NRTIs and 
NNRTIs. The most common mutation in the ART-failure group was M184V (35.88%),  K103N (45.01%), 
Y181C (17.33%), and G190S/A (15.88%). The percentages of HIV-1 strains resistant to lamivudine, 
emtricitabine, efavirenz, etravirine, and nevirapine were 10.70%, 10.70%, 28.04%, 7.75%, and 26.20%, 
respectively. To explore site variants possibly related to drug resistance, variations in the ancestor/
consensus CRF07_BC sequences from the therapy-naive and ART-failure groups were compared, 
and seven mutations at six positions were identifi ed as being signifi cantly differently distributed 
between the two groups (p<0.05). Detailed sequence data will provide information on CRF07_BC 
genetic characterizations, and improve our understanding of antiretroviral susceptibility and the 
evolution of drug-resistance mutations. This will be valuable in developing and implementing local 
public-health approaches for HIV drug-resistance prevention and treatment.
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INTRODUCTION

Since the initiation of “Four Frees and One Care” pol-
icy by the Chinese government in 2003, 19,120 patients 
with AIDS in Sichuan, China, had undergone free highly 
active antiretroviral therapy (ART) treatment by the end 

of 2013. Highly active ART has remarkably reduced the 
morbidity and mortality caused by human immunodefi -
ciency virus type 1 (HIV-1) infection (Pereira C F, et al., 
2004). However, treatment effi ciency is often limited by 
low drug potency, poor adherence to treatment regimens, 
and the appearance of HIV drug resistance, which is an 
important factor (Richman D D, et al., 2004). Thus, it 
is important to conduct HIV drug-resistance surveys in 
Sichuan in order to formulate effective ART regimens 
and develop a rational public-health strategy to control 
the local HIV epidemic.

HIV-1 circulating recombinant form (CRF)07_BC, 
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which is descended from subtypes B and C, represents 
one of the most prevalent HIV-1 strains in China (Yu G, 
et al., 2009). CRF07_BC originated in intravenous drug 
users in Yunnan and rapidly spread to Sichuan (Tee K 
K, et al., 2008). HIV-1-prevalent strains with increasing 
complexity have been discovered in Sichuan. However, 
data from two national molecular epidemic surveys con-
ducted from 1996 to 1998 and 2002 to 2004 have indi-
cated that CRF01_AE and CRF07_BC are the absolute 
major forms in Sichuan. More and more evidence from 
Sichuan has shown that, in recent years, CRF07_BC 
infection is responsible for most cases of HIV in intrave-
nous drug users and men who have sex with men (Yuan 
D F L, Xi J, 2011; Zeng P L Y, 2013). Most data on mu-
tations conferring HIV drug resistance has been obtained 
with HIV-1 subtype B. The lack of such data for non-sub-
type B viruses limits the rational management of ART 
for the increasing number of patients infected with these 
subtypes (Ariyoshi K, et al., 2003; Li X P, et al.,2007). 
In this study, we aimed to summarize the prevalence of 
drug-resistance mutations in HIV-1 subtype CRF07_BC 
isolates prevailing in Sichuan, and to provide insights on 
subtype-specifi c variations and the drug-resistance spec-
trum of non-subtype B viruses.

MATERIALS AND METHODS

Participants and specimens
The present study has been ongoing in Sichuan prov-

ince, China, since 2011. Our study cohort consisted of 
375 randomized individuals infected with HIV-1 CRF07_
BC, as verified by sequence analysis, including 104 
treatment-naive patients and 271 patients in whom ART 
had failed. All of the treatment-naive and almost half of 
the ART-failure patients were recruited from Liangshan 
Yi Autonomous Prefecture, while the remaining ART-
failure patients were recruited from another 16 cities in 
Sichuan. All patients provided written informed consent. 
Demographic data were obtained through individual in-
terviews. Participants were considered treatment-naive if 
they had never been exposed to antiretroviral drugs. ART 
was considered to have failed if a patient had received 
ART for longer than 1 year but had a viral load of more 
than 1000 copies/mL.

HIV-1 RNA extraction, amplifi cation, and 
sequencing

Viral RNA was extracted from 200 μL plasma using 
an automated extractor (MagNA Pure LC system, Roche, 
Branchburg, NJ, USA) according to the manufacturer’s 
instructions. The viral protease gene and the fi rst 255 co-
dons of the reverse transcriptase (RT) gene were ampli-
fi ed by reverse transcriptional nested PCR, as described 
previously (Liao L, et al., 2007). Positive PCR products 

were purified and sequenced by the Nuosai Genomics 
Company (China) with a variety of internal specific 
primers (available on request).

Drug-resistance analyses
Sequence contig assembly was performed using 

the analysis software Sequencher 4.9 (Gene Codes, 
Ann Arbor, MI, USA). ClustalW multiple alignment 
and manual editing were performed using the BioEdit 
Sequence Alignment Editor (Ibis Biosciences, Carlsbad, 
CA, USA). Sequences from drug-naive individuals were 
analyzed for transmitted drug-resistance mutations using 
the Calibrated Population Resistance Tool (available at 
http://cpr.stanford.edu/cpr.cgi). Drug-resistance profiles 
of ART-experienced patients were analyzed based on 
genotypic and phenotypic interpretations defi ned by the 
Surveillance Drug Resistance Mutation list recommend-
ed by the World Health Organization, and the Stanford 
University HIV Drug Resistance Database (http://hivdb.
stanford.edu).

Distinguishing mutations potentially conferring 
drug resistance

To identify ART-selected mutations, we compared 
the prevalence of mutations in ART-treated versus ART-
naive individuals. Mutations with significantly higher 
frequency in the ART-failure group were identifi ed. The 
chi-square test was used to calculate differences between 
mutations in the two groups. The potential impact of 
the screened mutations on antiviral drug response was 
assessed by submitting the sequences to the Stanford 
University HIV Drug Resistance Database.

Statistical analysis
Statistical analysis was conducted using SPSS 17.0 

(SPSS, Chicago, IL, USA). Categorical variables were 
compared using chi-square analysis or Fisher’s exact test. 
All tests were two-tailed, and p-values of less than 0.05 
were considered signifi cant.

RESULTS

Characterization of study participants 
Plasma samples were collected from individuals di-

agnosed with HIV-1 infection in Sichuan province from 
2011 to 2012. A total of 375 sequences of HIV-1 pol re-
gion that were verifi ed as CRF07_BC by sequence anal-
ysis were successfully obtained, with 104 from therapy -
naive patients and 271 from ART-failure patients. The 
demographics of these participants are summarized in 
Table 1. The median ages of the therapy-naïve and ART-
failure patients were 32 years (interquartile range 14–50 
years) and 36 years (interquartile range 7–72 years), re-
spectively. Males predominated in the study population 
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Table 1. Demographic characteristics of study participants 
with HIV-1 CRF07_BC.

Characteristic 

Patients

ART naive
 (n=104)

ART failure 
(n=271)

Age, years 32 (14–50) 36 (7–72)
Sex 
Male 77 (74.04) 193 (71.23)
Female 27 (25.96) 78 (28.78)
Viral load, RNA, lg copies/mL 4.59 (2.89–6.74) 4.51 (1.70–6.27)
Route of HIV infection 
Intravenous drug use 82 (78.85) 109 (40.22)
Homosexual sex 22 (21.15) 19 (7.01)
Heterosexual sex – 137 (50.55)
MTCT – 5 (3.68)
Other/unknown – 1 (0.74)
Duration of ART, years – 1.4 (0.3–6)
ART regimen (current used)
3TC – 1 (0.37)
AZT – 1 (0.37)
d4T – 1 (0.37)
3TC/AZT/NVP – 157 (57.93)
3TC/d4T/NVP – 68 (25.09)
3TC/EFV/AZT – 16 (5.90)
3TC/EFV/d4T – 8 (2.95)
3TC/AZT /LPV/r – 1 (0.37)
3TC/TDF/ EFV – 15 (5.54)
d4T/3TC/AZT/NVP – 3 (1.11%)
Results are presented as n (%) or median (interquartile 
range). Abbreviations: 3TC, lamivudine; ART, antiretroviral 
therapy; AZT, zidovudine; d4T, stavudine; EFV, efavirenz; 
LPV/r, lopinavir with ritonavir; MTCT, mother-to-child trans-
mission; NVP, nevirapine; TDF, tenofovir.

(74.04% of therapy-naive and 71.23% of ART-failure 
individuals). Consistent with previously reported HIV-
1 transmission routes in Sichuan, intravenous drug use 
and sexual conduct were the most common transmission 
routes in the current study. The average viral load was 
4.59 lg copies/mL (interquartile range 2.89–6.74 lg cop-
ies/mL) in the ART-naive population and 4.51 lg copies/
mL (interquartile range 1.70–6.27 lg copies/mL) in the 
ART-failure population.

ART was provided free of charge by the Chinese 
government. Lamivudine (3TC)/zidovudine (AZT)/ne-
virapine (NVP) was the most common regimen in ART-
failure individuals (57.93%), as shown in Table 1. The 
proportion of individuals treated with 3TC/stavudine/
NVP, 3TC/efavirenz/AZT and 3TC/tenofovir/efavirenz 
was 25.09%, 5.90%, and 5.54%, respectively. However, 

only one participant in the current study received prote-
ase inhibitor therapy with lopinavir and ritonavir.

Prevalence of HIV drug resistance in ART-failure 
and ART-naive individuals

The presence of mutations in the HIV-1 pol gene 
was evaluated by comparing the sequences against the 
Stanford University HIV Drug Resistance Database to 
identify the known mutations related to drug resistance. 
In the ART-failure group, 31.73% of participants har-
bored at least one drug-resistance mutation, compared 
with only one participant (1%) in the ART-naive group. 
In this patient, the major mutation M46L was seen in the 
protease region, which reduced susceptibility to indina-
vir, nelfi navir, fosamprenavir, lopinavir, and atazanavir. 
All drug-resistance mutations identified in ART-failure 
individuals were in the RT region (Table 2). The most 
prevalent mutation was K103N (45.01%), followed 
by M184V/I (35.88%), Y  181C (17.33%), G190S/A 
(15.88%), Y188C/L (9.20%), D67N/G (8.13%), V106M 
(9.13%) and K101Q/E (7.64%). For all strains carrying 
drug-resistance mutations, 19.56% were resistant to 
non-nucleoside RT inhibitors (NNRTIs) alone, 0.74% 
were resistant to nucleoside RT inhibitors (NRTIs) alone, 
and 11.44% were dual-resistant to both NRTIs and 
NNRTIs. Re  sistance to 3TC, emtricitabine, efavirenz, 

Table 2. Drug-resistance mutations in the current populations 
among HIV variants epidemic in Sichuan province.

Resistant to nucleoside 
reverse transcriptase inhibitors 

Resistant to non-nucleoside
reverse transcriptase inhibitors

Frequency (%) Frequency (%)

Mutation
ART 
naive

(n=104)

ART 
failure

(n=271)
Mutation

ART 
naive

(n=104)

ART 
failure

(n=271)

M41L 0.00 2.45 V90I 0.00 1.96
D67N/G 0.00 8.13 K101Q/E 0.00 7.64
T69S/A 0.00 2.45 K103N 0.00 45.01
K70R 0.00 4.28 V106M 0.00 8.13
M184V/I 0.00 35.88 E138A 0.00 1.00
T215Y/I 0.00 4.28 V179D/E 0.00 6.80
K219E 0.00 4.28 Y181C 0.00 17.33

Y188C/L 0.00 9.20
G190S/A 0.00 15.88
H221Y 0.00 1.44
P225H 0.00 1.00
F227L 0.00 1.44
K238 0.00 2.84

Abbreviation: ART, antiretroviral therapy.
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etravirine, and NVP was seen in 10.70%, 10.70%, 
28.04%, 7.75%, and 26.20% of strains, respectively 
(Figure 1). Resistance to the other fi ve drugs (abacavir, 
AZT, stavudine, didanosine, and rilpivirine) was present 
in less than 10% of strains for each.

Dis  tinguishing mutations potentially conferring 
drug resistance

Since no transmission of drug resistance was found 
in ART-naive individuals in our study, we used the pol 
sequences identified from ART-naive individuals as a 
control background to explore potential drug-resistance–
related mutations that are not included in the HIV Drug 
Resistance Database. Variations in the ancestor/consen-
sus CRF07_BC sequences isolated from the therapy-na-
ive and ART-failure groups were compared. No varia-
tions at the protease region were identifi ed between the 
ART-naive and ART-failure groups. However, seven mu-
tations at six RT amino acid sites (E28K, K32E, T35M, 
T200A, E248V, E248D, and K249Q) were found in the 
ART-failure group, with higher frequencies compared 
with the ART-naive group (Table 3). 

DISCUSSION

By the end of 2013, the cumulative number of HIV/
AIDS cases reported in Sichuan had reached 55,054. 
With the scaling up of ART in Sichuan, surveillance of 
the emergence and transmission of drug-resistant HIV-
1 strains has became one of the most important tasks for 
HIV/AIDS prevention and control. The present study de-
scribes the prevalence of HIV drug-resistance mutation 
associated with CRF07_BC infections in Sichuan.

AIDS therapy in Sichuan uses the fi rst-line regimens of 
the Chinese national free ART program, which contains 

two NRTIs and one NNRTI. In our study, 3TC/AZT/NVP 
was the most common treatment strategy (57.93% of 
participants) followed by 3TC/stavudine/NVP (25.09%). 
Of all the ART-failure patients harboring HIV-1 CRF07_
BC strains, only 0.74% were resistant to NRTIs alone, 
and 11.44% were dually resistant to NRTIs and NNRTIs. 
We can speculate that the use of NVP is responsible for 
most of the drug-resistance emergency. According to the 
Mutation ARV Evidence Listing (MARVEL), two muta-
tions, V106M and Y181C, have been reported to be ma-
jor drug-resistant mutations (Reuman E C, et al., 2010; 
Wu H, et al., 2012). Inconsistent with those data, the 
most common NNRTI mutation in the current study was 
K103N with a frequency of 45.01%. Y181C and G190S/
A were present in 17.33% and 15.88% of strains, respec-
tively. V106M exhibited a mutation rate of only 8.13%. 
These data suggest that, in Sichuan, HIV-1 CRF07_BC 
might exhibit a different evolutionary pattern under an-
tiretroviral drug-selected pressure (Li Z, et al., 2013). 

No protease-inhibitor–associated drug-resistance mu-
tations were identified among the ART-failure individ-
uals, probably as a result of the limited use of protease 
inhibitors by the participants in this study. However, 
one major protease-inhibitor–associated drug resistance 
mutation was found in an ART-naive patient. A possible 
explanation is that individuals administered self-pro-
cured protease inhibitors, or the mutation was introduced 
by transmission. Given a short period of access to ART 
in the sampling area, the prevalence of drug resistance 
was extremely low among the therapy-naive individuals. 
Further studies are required to elucidate the transmitted 
drug-resistance condition in Sichuan. In our study, more 
than 70% therapy-naive individuals were infected by 
intravenous drug use. The better adherence to therapy 
among intravenous drug users (Xiao L, et al., 2010) 
might result in a lower HIV drug-resistance prevalence 
in this population than in individuals infected through 

Figure 1. Antiretroviral drug-resistance levels among 
ART-failure individuals in Sichuan province. Abbrevia-
tions: 3TC, lamivudine; ABC, abacavir; AZT, zidovudine; 
d4T, stavudine; DDI, didanosine; EFV, efavirenz; ETR, 
etravirine; FTC, emtricitabine; NVP, nevirapine; RPV, 
rilpivirine; TDF, tenofovir. 

Table 3. Mutations with signifi cantly different distributions in 
the reverse transcriptase region between the therapy-naive 
(n=104) and ART-failure populations (n=271). 

Position
Wild
type
(aa)

Mutation
(aa)

Frequency (%)

χ2 p-valueART
naive

ART
failure 

  28 E K 0.00 14.02 – –
  32 K E 1.90 15.50 13.37 <0.01
  35 T M 1.90 7.94   3.96 <0.05
200 T A 4.76 12.92   5.18 <0.05
248 E V 0.00 10.70 – –
248 E D 0.00 2.58 – –
249 K Q 0.00 13.28 – –

Abbreviation: ART, antiretroviral therapy.
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sexual contact.
By comparing the 271 sequences obtained from ART 

patients with the 104 sequences from drug-naive individ-
uals, this study identified seven novel mutations in six 
positions of RT (E28K, K32E, T35M, T200A, E248V, 
E248D, and K249Q). These mutations all occurred out-
side of the catalytic activity sites, which mainly locate in 
the 100–200 amino acids of RT. It is reasonable that the 
known resistance mutations related to NRTIs are main-
ly located in the palm domain and RT fi ngers domains, 
which help the RNA template bind to the catalytic sites. 
Resistance mutations related to NNRTIs are mainly lo-
cated in the palm domain. However, interactions among 
mutations are complicated, and their effects on antiviral 
drug responses usually counteract each other (Li H, et al., 
2012). It will therefore be worth conducting further inves-
tigations to verify the possible impacts of these mutations 
on the occurrence and development of drug resistance.

ACKNOWLEDGMENTS

This study was supported by the Chinese Government 
AIDS Program (grant number 2008ZX001-016), the 
China 4th Global Fund AIDS Program (grant number 
CHN-405-G05-H), and a Sichuan Provincial Health 
Department research project (number 120154).

COMPLIANCE WITH ETHICS GUIDELINES 

All of the authors declare that they have no competing 
interests. Additional informed consent was obtained from 
all patients for whom identifying information is included 
in this article.

AUTHOR CONTRIBUTIONS 

SL and LS designed the experiments. LS, DY, DBW, 
and HY carried out the experiments. LS, HY, and GMQ 
analyzed the data. LS and XZ wrote the paper. All au-
thors read and approved the fi nal manuscript.

REFERENCES

 Ariyoshi K, Matsuda M, Miura H, Tateishi S, Yamada K, and 

Sugiura W. 2003. Patterns of point mutations associated with 
antiretroviral drug treatment failure in CRF01_AE (subtype 
E) infection differ from subtype B infection. J Acquir Immune 
Defi c Syndr, 33: 336–342.

 Li H, Geng Q, Guo W, Zhuang D, Li L, Liu Y, Bao Z, Liu S, and 
Li J. 2012. Screening for and verification of novel mutations 
associated with drug resistance in the HIV type 1 subtype B(') in 
China. PLoS One, 7: e47119.

Li X P, Xing H, Wang Z, Si X F, Wang L E, Cheng H, Cui W G, 
Jiang S L, Liao L J, Zhou H W, Huang J H, Peng H, Ma P F, 
Shao Y M. 2007. Study of HIV-1 drug resistance in patients 
receiving free antiretroviral therapy in China. Virol Sin, 22: 
233–240.

 Li Z, Huang Y, Ouyang Y, Xing H, Liao L, Jiang S, Shao Y, and 
Ma L. 2013. Mutation covariation of HIV-1 CRF07_BC re-
verse transcriptase during antiretroviral therapy. J Antimicrob 
Chemother, 68: 2521–2524.

 Liao L, Xing H, Li X, Ruan Y, Zhang Y, Qin G, and Shao Y. 2007. 
Genotypic analysis of the protease and reverse transcriptase of 
HIV type 1 isolates from recently infected injecting drug users 
in western China. AIDS Res Hum Retroviruses, 23: 1062–1065.

 Pereira C F, and Paridaen J T. 2004. Anti-HIV drug develop-
ment--an overview. Curr Pharm Des, 10: 4005–4037.

 Reuman E C, Rhee S Y, Holmes S P, and Shafer R W. 2010. 
Constrained patterns of covariation and clustering of HIV-1 
non-nucleoside reverse transcriptase inhibitor resistance muta-
tions. J Antimicrob Chemother, 65: 1477–1485.

 Richman D D, Morton S C, Wrin T, Hellmann N, Berry S, Shapiro 
M F, and Bozzette S A. 2004. The prevalence of antiretroviral 
drug resistance in the United States. AIDS, 18: 1393–1401.

 Tee K K, Pybus O G, Li X J, Han X, Shang H, Kamarulzaman A, 
and Takebe Y. 2008. Temporal and spatial dynamics of human 
immunodeficiency virus type 1 circulating recombinant forms 
08_BC and 07_BC in Asia. J Virol, 82: 9206–9215.

 Wu H, Zhang H J, Zhang X M, Xu H F, Wang M, Huang J D, 
and Zheng B J. 2012. Identifi cation of drug resistant mutations 
in HIV-1 CRF07_BC variants selected by nevirapine in vitro. 
PLoS One, 7: e44333.

 Xiao L, Wu Z, Luo W, and Wei X. 2010. Quality of life of out-
patients in methadone maintenance treatment clinics. J Acquir 
Immune Defi c Syndr, 53 Suppl 1: S116–120.

 Yu G, Li Y, Li J, Diao L, Yan X, Lin P, He Q, Wang Y, Fu X, Yang 
F, and Long Q. 2009. Genetic diversity and drug resistance of 
HIV type 1 circulating recombinant Form_BC among drug us-
ers in Guangdong Province. AIDS Res Hum Retroviruses, 25: 
869–875.

 Yuan D F L, Xi J. 2011. Moleculo-epidemiological study of HIV-
1/ AIDS among 77 men having sex with men in Sichuan prov-
ince. Chinese J STD/AIDS Prev Cont, 17: 410–413.

 Zeng P L Y. 2013. HIV-1 genotypic diversity and prevalence of 
drug resistance among treatment naive HIV-infected individuals 
in Chengdu of China. Virus Genes, 47: 6.



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (Japan Color 2001 Coated)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 149
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /None
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 149
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /None
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages false
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 599
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /None
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages false
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (Japan Color 2001 Coated)
  /PDFXOutputConditionIdentifier (JC200103)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /CHS <FEFF005B57FA4E8E201C0053007000720069006E006700650072004F006E006C0069006E0065005F0031003000300033005F004100630072006F0038201D005D00204F7F75288FD94E9B8BBE5B9A521B5EFA7684002000410064006F006200650020005000440046002065876863900275284E8E9AD88D2891CF76845370524D53705237300260A853EF4EE54F7F75280020004100630072006F0062006100740020548C002000410064006F00620065002000520065006100640065007200200035002E003000204EE553CA66F49AD87248672C676562535F00521B5EFA768400200050004400460020658768633002>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /ConvertToRGB
      /DestinationProfileName (Japan Color 2001 Coated)
      /DestinationProfileSelector /UseName
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MarksOffset 0
      /MarksWeight 0.283460
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /UseName
      /PageMarksFile /JapaneseWithCircle
      /PreserveEditing true
      /UntaggedCMYKHandling /UseDocumentProfile
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice


